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About Us

Eurofins Genomics is a part of Eurofins Scientific Group, an international provider of
genomic services established around the core business lines of next generation
sequencing, custom DNA Sequencing, oligonucleotides, siRNA and gene synthesis.

The company’s main mission is focused on customer’s convenience and high quality
services in industrial scale for the life science industries and academic research institutions
around the world.

With over 38,000 staff in over 450+ laboratories across 44 countries, Eurofins scientific
is the world leader in food, environment, genomics and pharmaceutical products testing. It
is also one of the global market leaders in agro science, discovery pharmacology and
central laboratory services. Eurofins is one of the key emerging players in speciality clinical
diagnostic testing in Europe and the USA.

Eurofins Genomics India corporate office is located in Bangalore with a 14000 sq.ft. facility
with a state-of-the-art infrastructure. With over 50 highly qualified, trained and skilled
man power in the lab, production facility and data analysis. We are unrivalled in terms of
expertise and quality of products and services we offer. Our NGS results are generated
using advanced illumina Nextseq500 platform, Hiseq2500, Miseq, PacBio RS II.

Eurofins Genomics India's expertise in the field of genomics has gained a solid reputation
as a provider of high quality DNA/RNA oligonucleotides, NGS, Gene synthesis and
sequencing services to the top life science industries; research Institutes and academic
research institutions across India covering more than 6000 customers. Our production
facility is 1ISO 9001:2015, GLP, GMP certified, which ensures highest quality of products
and services to our valuable customers.

Eurofins Genomics India's prime goal is to provide its customers with high-quality services,
accurate results in fast turnaround time. We make our best effort to exceed our customer's
expectations and help them in achieving their research goals in a cost-effective and quick
way.

Why Us ?

We deliver highest quality!

The NGS Favourites are based on our superior in-house techniques which ensure
premium data quality.

We quote economic prices!

Expertise combined with excellent prices.
We provide cognitive solutions!

Save time and effort by choosing a best practise approach that includes all steps to
successfully complete your project.
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bound by the conditions of contract. Anelectronic certificate can be authenticated online.
Printed copies can be validated at www.bsi-global.com/ClientDirectory or telephone +91 11 2692 9000.

Furtherclarifications regarding the scope of this certificate and the applicability of ISO 9001:2015 requirements may be obtained by consulting the organization.
This certificate isvalid only if provided original copies are in complete set.

Information and Contact: BS!, Kitemark Court, Davy Avenue, Knowlhill, Milton Keynes MKS 8PP. Tel: + 44 345 080 9000
BS! Assurance UK Limited, registered in England under number 7805321 at 389 Chiswick High Road, London W4 4AL, UK.
A Member of the BS! Group of Companies.


http://www.bsi-global.com/ClientDirectory
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NGS Grade DNA/RNA Isolation

Quality analysis of DNA/RNA
Genomic DNA Extraction
Mitochondrial DNA Extraction
Cell Free DNA Extraction
FFPE DNA Extraction

Total RNA Extraction
Exosomal RNA Extraction
Metagenomic DNA Extraction

Metatranscriptomic Total RNA Extraction
Special purification for Pac Bio/ LJD

NGS DNA/RNA Library Preparations

Strand specific RNA Seq Library-mRNA enriched
Strand specific RNA Seq Library-Ribo depleted
Small RNA/ miRNA Library

TruSeq DNA Library-Shotgun

Mate Pair-LJD Library 3kb

Mate Pair-LJD Library 8kb

Whole Genome Bisulfite Treatment & Library
MeDIP Seq_5mc/5hme Enrichment & Library

RNA Seq library from host RNA mixed Bacterial RNA
RNA Seq library from viral RNA/ DNA
Metagenomics Libraries

PacBio Libraries

Highthroughput Sequencing on
NGS Platforms

HiSeq-2500
NextSeq

MiSeq
PacBio SMRT Cell

Sample to Report Service
on NGS Platforms

RNA Seq reference based
RNA Seq Denovo

Single Cell Transcriptomics
WGS Denovo

Whole Genome Resequencing
Small RNA/ miRNA Sequencing
Exome Sequencing

Amplicon Seq
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DY-549
DY-649
DY-610
DY-480 XL

Fluorescein isothiocyanate (FITC)
LC 610

LC 640

Chimeric: DNA/RNA Oligos

) 2-O Methyl-A
2 2-0 Methyl-C
3 2-0 Methyl-G
4 2-O Methyl-U
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NGS Grade DNA/RNA Isolation

: Catalogue
Service -
EGI Cat No. o Deliverables it Pri
Descriptions Unit Price
)
Qual Ivsis of Quality analysis of supplied DNA using Nanodrop, Qubit
EGI-NGS-E001 ua Igl\?ERy?\ll;o Per Sample | Flurometer, Agarose gel electrophoresis & DIN estimation using 2,000
Agilent Tape Station
G ) NGS grade gDNA isolation from tissue/blood with QC using
EGI-NGS-E002 ?Enotmlctl_DNA Per Sample Agarose gel electrophoresis, Nanodrop and Qubit flurometer & 5,000
xiraction DIN estimation using Agilent Tape Station
Mitochondrial NGS grade mtDNA isolation from tissue/blood with QC using
EGI-NGS-E003 DNA Extraction Per Sample Agarose gel electrophoresis, Nanodrop and Qubit flurometer 5,000
Cell Free DNA NGS grade cell free DNA isolation from blood with QC
EGI-NGS-E004 - Per Sample Nanodrop and Qubit flurometer & Agilent Tape Station 7,000
Extraction
FFPE DNA NGS grade gDNA isolation from FFPE sample with QC using
EGI-NGS-E005 Extraction Per Sample Agarose gel electrophoresis, Nanodrop and Qubit flurometer 5,500
Total RNA NGS grade Total RNA isolation from tissue/blood with QC using
EGI-NGS-E006 Eota A Per Sample denaturing Agarose gel electrophoresis, Nanodrop ,Qubit 6,000
Xtraction flurometer & RIN estimation using Agilent Tape Station
Exosomal RNA NGS grade Exosomal RNA isolation from plasma/ cultured cells
EGI-NGS-E007 E . Per Sample with QC using Nanodrop ,Qubit flurometer & RIN estimation 10,000
xtraction . : :
using Agilent Tape Station
Metagenomic DNA NGS grade meta gDNA isolation from soil with QC using
EGI-NGS-E008 Extraction Per Sample Agarose gel electrophoresis, Nanodrop and Qubit flurometer 8,000
Metatranscriotomic Total NGS grade Total RNA isolation from soil with QC using
EGI-NGS-E009 plomic Per Sample denaturing Agarose gel electrophoresis, Nanodrop ,Qubit 12,000
RNA Extraction A ; ; .
flurometer and RIN estimation using Agilent Tape Station
Special purification
(high molecular weight Isolation & Purification of High molecular weight DNA
EGHNGS-E010 DNA) for Per Sample | o any source for PacBio sequencing/ for Mate Pair lib 35,000
Pac Bio/ LID
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |1
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NGS DNA/RNA Library Preparations

- Catalogue
Service - g
EGI Cat No. o Deliverables
Descriptions Unit Price
%)
Strand specific RNA Seq Preparation of indexed mRNA enriched strand specific
_NGS- . . Per Sample
EGI-NGS-LOT1 Library-mRNA enriched P tibrary from Total RNA 20,000
Strand specific RNA Seq Preparation of Ribo-depleted indexed strand specific
EGI-NGS-L012 Library-Ribo depleted Per Sample. | RNA from Total RNA 28,000
P ion ofi [ RNA\miRNA li fi
EGI-NGS-L013 Small RNA/ miRNA Library Per Sample | Preparation ofindexed small RNAYmIRNA fibrary from 28,000
Total RNA
Preparation of indexed Genome Library for sequencin
EGI-NGS-LO14 | TruSeq DNA Library-Shotgun Per Sample | ibrary for sequencing 10,000
Preparation of indexed long jump distance library
EGI-NGS-L015 Mate Pair-LJD Library 3kb Per Sample (Mate Pair library) with 3 kb average insert size for 40,000
sequencing on illumina Platform
Preparation of indexed long jump distance library
EGI-NGS-L016 Mate Pair-LJD Library 8kb Per Sample (Mate Pair library) with 8 kb average insert size for 50,000
sequencing on illumina Platform
_— Preparation of whole genome sequencing library from
EGI-NGS-L017 Whole Genome Blsulflte Per Sample bisulfite treated DNA for sequencing on illumina 35,000
Treatment & Library ’
platform
Preparation of sequencing ready MeDIP-seq library
i ! MeDIP Seq_5mc/5hme Per Samol from immunoprecipitated DNA using
EGINGS-L018 Enrichment & Library er Sampie 5mc/5hme-antibody for sequencing on illumina 35,000
platform
Preparation of indexed RNA library by enriching
RNA Seq library from host RNA bacterial total RNA from host RNA followed by
EGI-NGS-L019 mixed Bacterial RNA Per Sample enriching mRNA from Total RNA for sequencing on 40,000
illumina Platform
RNA Seq library from viral Preparation of indexed Transcriptome/Genome library
EGI-NGS-L020 RNA/ DNA Per Sample from viral RNA/DNA 20,000
RNA Seq library from Preparation of indexed Transcriptome library from
EGI-NGS-L021 metatranscriptomic RNA Per Sample metatranscriptome sample 25,000
EGI-NGS-L022 WhoIeIMetagenome Per Sample Prepara.uon ofllnde‘xed meta genome library for 10,000
Library Prep sequencing on illumina Platform
16S Metagenome Preparation of sequencing ready Amplicon library
EGI-NGS-L023 Amplicon library Per Sample targeting V3 and V4 region 7,000
EGI-NGS-L024 Metagenome Ampllcqn Per Sample Preparatlon of sequencing ready Amplicon library 8,000
library-Cyanobacteria targeting Cyanobacteria
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |2
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NGS DNA/RNA Library Preparations

: Catalogue
Service : g
EGI Cat No. o Deliverables
Descriptions Unit Price
(%)
EGI-NGS-L025 Metagenome Amplicon Per Sample Prepargtlon of sequencing ready Amplicon library 8,000
library-Archaea targeting Archaea
EGINGS-L026 Metager}ome Amplicon Per Sample Prepargtlon of sequencing ready Amplicon library 9,000
library-ITS targeting ITS region
EGI-NGS-L027 Metqggnome Custom Amplicon Per Sample Amplicon optilmization & prepgration of sgquencing 20,000
optimization and library Prep ready customized Amplicon library for Miseq
PacBio DNA library of DNA template library preparation with 5-8 Kb
EGI-NGS-L028 5-8 Kb insert Per sample insert for sequencing on PacBio RSII Platform 70,000
PacBio DNA library DNA template library preparation with ~10 Kb
EG-NGS-L02 of ~10 Kb insert Per sample | jcert for sequencing on PacBio RSII Platform 80,000
PacBio DNA library of DNA template library preparation with ~ 20 Kb
EGI-NGS-L030 ~20 Kb insert Per sample | insert for sequencing on PacBio RSII Platform 90,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |3
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- Catalogue
Service . %
EGI Cat No. o Deliverables Unit Price
Descriptions
HiSeq-2500 2x125 read HiSeq 2500 sequencing to generate ~20 Gb data with
EGI-NGS-HS031 sequencing using SBS Half lane sample multiplexing using 2x125 base reads i. e. up to 220 2,10,000
Kitv4- 1/2 L million paired end reads
HiSeq-2500 2x125 HiSeq 2500 sequencing to generate ~40-50 Gb data with
EGI-NGS-HS032 read sequencing using 1-Lane sample multiplexing using 2x125 base reads i. e. up to 500 3,75,000
SBS Kitv4-1L million paired end reads
Rapid run mode sequencing HiSeq 2500 sequencing with SBS V2 kit to generate 35-40 Gb
EGI-NGS-HS033 | on HiSeg-2500 with 2x150 1-Lane data with sample multiplexing using 2x150 base reads i. e. up 4,25,000
read-1L to 250 million paired end reads
Rapid run mode sequencing HiSeq 2500 sequencing with SBS V2 kit to generate 70-80 Gb
EGI-NGS-HS034 on HiSeq-2500 with 2-Lanes data with sample multiplexing using 2x150 base reads i. e. up 7,00,000
2x150 read-2L to 500 million paired end reads
Rapid run mode sequencing HiSeq 2500 sequencing to generate 55-60 Gb data with
EGI-NGS-HS035 on HiSeg-2500 with 1-Lane sample multiplexing using 2x 250 base reads i. e. up to 250 6,00,000
2x250 read-1L million paired end reads
Rapid run mode sequencing HiSeq 2500 sequencing to generate 110-120 Gb data with
EGI-NGS-HS036 on HiSeg-2500 with 2-Lanes sample multiplexing using 2x250 base reads i. e. up to 500 11,00,000
2x250 read-2L million paired end reads
HiSeq-2500 1x36 read HiSeq 2500 sequencing to generate ~7.5 Gb data with
EGI-NGS-HS037 sequencing using SBS 1-Lanes | sample multiplexing using 1x36 base reads i. e. up to 250 90,000
Kitv4-1L million single end reads
NextSeq 1x75 High NextSeq sequencing to generate ~5 Gb data with sample
EGI-NGS-HS038 Output Seq using v2 kit Quarter FC multiplexing using 1x75 base reads i. e. up to 70 million 90,000
QFC single-end reads in quarter part flow cell
NextSeq 1x75 High NextSeq sequencing to generate ~10 Gb data with sample
EGI-NGS-HS039 Output Seq using v2 kit Half FC multiplexing using 1x75 base reads i. e. up to 150 million 1,50,000
HFC single-end reads in half part flow cell
NextSeq 1x75 High NextSeq sequencing to generate ~20-24 Gb data with
EGI-NGS-HS040 Output Seq using v2 Full FC sample multiplexing using 1x75 base reads i. e. up to 320 3,00,000
kit FFC million single-end reads infull flow cell
NextSeq 2x75 High NextSeq sequencing to generate 10 Gb data with sample
EGI-NGS-HS041 Output Seq using Kit Quarter FC multiplexing using 2x75 base reads i. e. up to 150 million 1,00,000
v2 QFC Paired-end reads in quarter part flow cell
NextSeq 2x75 High NextSeq sequencing to generate ~20-22 Gb data with
EGI-NGS-HS042 Output Seq using Kit Half FC sample multiplexing using 2x75 base reads i. e. up to 300 2,00,000
v2 HFC million Paired-end reads in half part flow cell
NextSeq 2x75 High NextSeq sequencing to generate “40-45 Gb data with
EGI-NGS-HS043 Output Seq using Kit Full FC sample multiplexing using 2x75 base reads i. e. up to 600 4,00,000
v2 FFC million Paired-end reads infull flow cell
*Taxes extra as applicable. PAGE |4

* Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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Highthroughput Sequencing on NGS Platform® &

* Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

: Catalogue
Service : a0y
EGI Cat No. o Deliverables
Descriptions Unit Price
(X)
NextSeq 2x150 High NextSeq sequencing to generate ~20 Gb data with sample
EGI-NGS-HS044 Output Seq using Kitv2 Quarter FC multiplexing using 2x150 base reads i. e. up to 150 million 1,50,000
QFC Paired-end reads in quarter part flow cell
NextSeq 2x150 High NextSeq sequencing to generate ~40 Gb data with sample
EGI-NGS-HS045 | Output Seq using Kitv2 Half FC multiplexing using 2x150 base reads i. e. up to 300 million 3,00,000
HFC Paired-end reads in half part flow cell
NextSeq 2x150 High NextSeq sequencing to generate ~ 80 Gb data with sample
EGI-NGS-HS046 Output Seq using Kit v2 Full FC multiplexing using 2x150 base reads i. e. up to 600 million 5,75,000
FFC Paired-end reads infull flow cell
. MiSeq sequencing to generate ~ 5 Gb data with sample
EGI-NGS-HS047 Mlljsq Ifi)t(sgoH?(eJq Half FC multiplexing using 2x300 base reads i. e. up to 18 million 1,50,000
g Paired-end reads in Half Part flow cell
: MiSeq sequencing to generate =~ 11 Gb data with sample
EGI-NGS-HS048 MiSeq 2x300 Seq FUIEC | multiplexing using 2x300 base reads i. €. up to 35 million 3,00,000
using Kitv3 FFC ) ?
Paired-end reads infull flow cell
. . MiSeq sequencing with sample multiplexing using 2x300 base
EGI-NGS-HS049 MlSeq 2x300 qu using Half FC reads to generate up to 8 million Paired-end reads in half Part 1,50,000
Kit v3 HFC Amplicon Seq fl
owcell
MiSeq 2x300 Seq using Kit MiSeq sequencing with sample multiplexing using 2x300 base
EGI-NGS-HS050 v3 Full FC Amplicon Seq Full FC reads to generate up to 16 million Paired-end reads in full 3,00,000
flowcell
SMRT Cell Seq with Generate 800 Mbs data using C4/P6 chemistry with long
EGI-NGS-HS051 C4/P6 chemistry 1 SMRT read length 1,00,000
NG SMRT Cell Seq with Generate 1.6 Gb data using C4/P6 chemistry with long
EGI-NGS-HS052 CAIP chemistry 2 SMRT read length 2,00,000
SMRT Cell Seq with Generate 3.2 Gb data using C4/P6 chemistry with long 4.00.000
EGI-NGS-HS053 CAIPG chemistry 4 SMRT read length Y,
SMRT Cell Seq with Generate 6.4 Gb data using C4/P6 chemistry with long read
EGI-NGS-HS054 CA/P6 chemistry 8 SMRT length 8,00,000
*Taxes extra as applicable.
PAGE |5
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EGI-NGS-SR055

Genomics

Service

Descriptions

RNA Seq
reference based

1Gb data

Per
Sample

Deliverables

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate ~1 Gb data with sample multiplexing using 2x75 base
PE reads, Quality filtration of reads, mapping on the reference
genome, alignment summary statistics, gene coverage,
differential gene expression analysis based on RPKM/FPKM,
functional annotation of differentially expressed genes, list of
upregulated and downregulated genes, statistical significant
genes, HeatMap, volcano plot, scatter plot, pathway analysis,
SNP analysis, SSR Identification, .bam file for visualization of
alignment, comprehensive report with publication standard
methodology, graphs and tables.

Catalogue
Unit Price

55,000

EGI-NGS-SR056

RNA Seq
reference based

2 Gb data

Per
Sample

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate ~2 Gb data with sample multiplexing using 2x75 base
PE reads, Quality filtration of reads, mapping on the reference
genome, alignment summary statistics, gene coverage,
differential gene expression analysis based on RPKM/FPKM,
functional annotation of differentially expressed genes, list of
upregulated and downregulated genes, statistical significant
genes, HeatMap, volcano plot, scatter plot, pathway analysis,
SNP analysis, SSR Identification, .bam file for visualization of
alignment, comprehensive report with publication standard
methodology, graphs and tables.

60,000

EGI-NGS-SR057

RNA Seq
reference based

4 Gb data

Per
Sample

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate ~4 Gb data with sample multiplexing using 2x75 base
PE reads, Quality filtration of reads, mapping on the reference
genome, alignment summary statistics, gene coverage,
differential gene expression analysis based on RPKM/FPKM,
functional annotation of differentially expressed genes, list of
upregulated and downregulated genes, statistical significant
genes, HeatMap, volcano plot, scatter plot, pathway analysis,
SNP analysis, SSR Identification, .bam file for visualization of
alignment, comprehensive report with publication standard
methodology, graphs and tables.

70,000

EGI-NGS-SR058

RNA Seq
denovo

1-2 Gb data

Per
Sample

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate 1-2 Gb data with sample multiplexing using 2x75
base PE reads, Quality filtration of reads, Denovo assembly
generating transcript/unigene, summary statistics, CDS
prediction, functional annotation using NCBI NRdb, Swiss prot,
COG, KEGG-pathway analysis, gene ontology analysis, SSR
Identification, differential gene expression analysis (if more
than one sample), HeatMap, comprehensive report with
publication standard methodology, graphs and tables.

70,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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<% eurofins
Genomics

Service
Descriptions

EGI Cat No.

RNA
Seq
denovo

Per

EGI-NGS-SR059
Sample

3-4 Gb data

Deliverables

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate 3-4 Gb data with sample multiplexing using 2x75
base PE reads, Quality filtration of reads, Denovo assembly
generating transcript/unigene, summary statistics, CDS
prediction, functional annotation using NCBI NRdb, Swiss prot,
COG, KEGG-pathway analysis, gene ontology analysis, SSR
Identification, differential gene expression analysis (if more
than one sample), HeatMap, comprehensive report with
publication standard methodology, graphs and tables.

Catalogue
Unit Price

85,000

Per

EGI-NGS-SR060
Sample

RNA
Seq

denovo

6-7 Gb data

NGS grade Total RNA isolation & QC, indexed mRNA enriched
strand specific library preparation, NextSeq sequencing to
generate 6-7 Gb data with sample multiplexing using 2x75
base PE reads, Quality filtration of reads, Denovo assembly
generating transcript/unigene, summary statistics, CDS
prediction, functional annotation using NCBI NRdb, Swiss prot,
COG, KEGG-pathway analysis, gene ontology analysis, SSR
Identification, differential gene expression analysis (if more
than one sample), HeatMap, comprehensive report with
publication standard methodology, graphs and tables.

1,00,000

Single Cell
Transcriptomics

Per

EGI-NGS-SR061
Sample

3 Gb data

NGS grade Total RNA isolation & QC, indexed mRNA enriched
library from Total RNA, NextSeq sequencing to generate ~3 Gb
data with sample multiplexing using 2x75 base PE reads, Quality
filtration of reads, Denovo assembly generating
transcript/unigene, summary statistics, comprehensive report,
CDS prediction, functional annotation using NCBI NRdb, Swiss
prot, COG, KEGG-pathway analysis, gene ontology analysis,
comprehensive report.

1,20,000

Single Cell
Transcriptomics

Per

EGI-NGS-SR062
Sample

6 Gb data

NGS grade Total RNA isolation & QC, indexed mRNA enriched
library from Total RNA, NextSeq sequencing to generate ~6 Gb
data with sample multiplexing using 2x75 base PE reads, Quality
filtration ~ of reads, Denovo assembly generating
transcript/unigene, summary statistics, comprehensive report,
CDS prediction, functional annotation using NCBI NRdb, Swiss
prot, COG, KEGG-pathway analysis, gene ontology analysis,
comprehensive report.

1,75,000

Per

EGI-NGS-SR063
Sample

WGS-De Novo 2 Gb data

NGS grade DNA isolation & QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~2 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of reads, Denovo assembly generating
scaffolds/contigs, assembly statistics, Insilico validation of
assembly, GC percentage, gene prediction, gene annotation, GO
analysis, SNP/Indels discovery (if more than one sample),
phylogenetic analysis, circos plot, COG, Orthologous groups
analysis using Orthomcl, KEGG pathway analysis, core gene
analysis, comprehensive report with publication standard
methodology, graphs and tables.

50,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins
Genomics

Sample to Report Service on NGS illumina Matfowts

Service
Descriptions

NGS Seq

EGI Cat No.
Gl Cat No i

Per

4 Gb data Sample

EGI-NGS-SR064 WGS-De Novo

Deliverables

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~4 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of reads, Denovo assembly generating
scaffolds/contigs, assembly statistics, Insilico validation of
assembly, GC percentage, gene prediction, gene annotation, GO
analysis, SNP/Indels discovery (if more than one sample),
phylogenetic analysis, circos plot, COG, Orthologous groups
analysis using Orthomcl, KEGG pathway analysis, core gene
analysis, comprehensive report with publication standard
methodology, graphs and tables.

Catalogue
Unit Price

)

70,000

Per

6 Gb data Sample

EGI-NGS-SR065 | WGS-De Novo

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~6 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of reads, Denovo assembly generating
scaffolds/contigs, assembly statistics, Insilico validation of
assembly, GC percentage, gene prediction, gene annotation, GO
analysis, SNP/Indels discovery (if more than one sample),
phylogenetic analysis, circos plot, COG, Orthologous groups
analysis using Orthomcl, KEGG pathway analysis, core gene
analysis, comprehensive report with publication standard
methodology, graphs and tables.

90,000

Per

8 Gb data Sample

EGI-NGS-SR066 WGS-De Novo

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~8 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of reads, Denovo assembly generating
scaffolds/contigs, assembly statistics, Insilico validation of
assembly, GC percentage, gene prediction, gene annotation, GO
analysis, SNP/Indels discovery (if more than one sample),
phylogenetic analysis, circos plot, COG, Orthologous groups
analysis using Orthomcl, KEGG pathway analysis, core gene
analysis, comprehensive report with publication standard
methodology, graphs and tables.

1,00,000

Per

EGI-NGS-SR067
Sample

WGS-De Novo | 10 Gb data

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~10 Gb data with sample multiplexing using 2x150
base PE reads, Quality filtration of reads, Denovo assembly
generating scaffolds/contigs, assembly statistics, Insilico
validation of assembly, GC percentage, gene prediction, gene
annotation, GO analysis, SNP/Indels discovery (if more than one
sample), phylogenetic analysis, circos plot, COG, Orthologous
groups analysis using Orthomcl, KEGG pathway analysis, core
gene analysis, comprehensive report with publication standard
methodology, graphs and tables.

1,20,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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<% eurofins
Genomics

Service
Descriptions

NGS Seq

EGI Cat No.

Per
WGS-De N
EGI-NGS-SR068 e Novo [ 16 Gb Data Sample

Deliverables

NGS grade DNA isolation and QC, Preparation of two indexed
long jump distance libraries (Mate Pair library) with 3 kb and
8Kb average insert size with one indexed Genome Library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~3 Gb data each for Mate pair libraries and ~10 Gb
data for shotgun library with sample multiplexing using 2x 150
base PE reads, Quality filtration of reads, Denovo assembly
generating scaffolds/contigs, assembly statistics, Insilico
validation of assembly, GC percentage, gene prediction, gene
annotation, GO analysis, SNP/Indels discovery (if more than one
sample), phylogenetic analysis, circos plot, COG, Orthologous
groups analysis using Orthomcl, KEGG pathway analysis, core
gene analysis, comprehensive report with graphs and tables.

Catalogue
Unit Price

3,00,000

Per

32 Gb Data
Sample

EGI-NGS-SR069 | WGS-De Novo

NGS grade DNA isolation and QC, Preparation of two indexed
long jump distance libraries (Mate Pair library) with 3 kb and
8Kb average insert size with one indexed Genome Library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~6 Gb data each for Mate pair libraries and ~20 Gb
data for shotgun library with sample multiplexing using 2x 150
base PE reads, Quality filtration of reads, Denovo assembly
generating scaffolds/contigs, assembly statistics, Insilico
validation of assembly, GC percentage, gene prediction, gene
annotation, GO analysis, SNP/Indels discovery (if more than one
sample), phylogenetic analysis, circos plot, COG, Orthologous
groups analysis using Orthomcl, KEGG pathway analysis, core
gene analysis, comprehensive report with graphs and tables.

6,00,000

Per
Sample

WGS-De Novo | 64 Gb Data

EGI-NGS-SR070

NGS grade DNA isolation and QC, Preparation of two indexed
long jump distance libraries (Mate Pair library) with 3 kb and
8Kb average insert size with one indexed Genome Library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~12 Gb data each for Mate pair libraries and ~40 Gb
data for shotgun library with sample multiplexing using 2x 150
base PE reads, Quality filtration of reads, Denovo assembly
generating scaffolds/contigs, assembly statistics, Insilico
validation of assembly, GC percentage, gene prediction, gene
annotation, GO analysis, SNP/Indels discovery (if more than one
sample), phylogenetic analysis, circos plot, COG, Orthologous
groups analysis using Orthomcl, KEGG pathway analysis, core
gene analysis, comprehensive report with graphs and tables.

9,00,000

Whole Genome

! Per
Resequencing

EGI-NGS-SR071
Sample

2 Gb data

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~2 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of PE reads, mapping of high quality
reads to the reference genome (Customer supplied), alignment
summary (# reads mapped, # uniquely mapped reads, # reads
unmapped, genome coverage), consensus sequence, gene
prediction using gtf/gff, SNP/Indels identification, SNP/Indels
annotation, core gene analysis using orthomcl, comparative
genomics, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
graphs and tables.

50,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins

EGI Cat No.

EGI-NGS-SR072

Genomics

Service
Descriptions

Whole Genome
Resequencing

4 Gb data

Per
Sample

Deliverables

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~4 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of PE reads, mapping of high quality
reads to the reference genome, alignment summary (# reads
mapped, # uniquely mapped reads, # reads unmapped, genome
coverage), consensus sequence, gene prediction using gtf/gff,
SNP/Indels identification, core gene analysis using orthomcl,
synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
graphs and tables.

Catalogue
Unit Price

65,000

EGI-NGS-SR073

Whole Genome
Resequencing

6 Gb data

Per
Sample

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~6 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of PE reads, mapping of high quality
reads to the reference genome, alignment summary (# reads
mapped, # uniquely mapped reads, # reads unmapped, genome
coverage), consensus sequence, gene prediction using gtf/gff,
SNP/Indels identification, core gene analysis using orthomcl,
synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
graphs and tables.

80,000

EGI-NGS-SR074

Whole Genome
Resequencing

8 Gb data

Per
Sample

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~8 Gb data with sample multiplexing using 2x150 base
PE reads, Quality filtration of PE reads, mapping of high quality
reads to the reference genome, alignment summary (# reads
mapped, # uniquely mapped reads, # reads unmapped, genome
coverage), consensus sequence, gene prediction using gtf/gff,
SNP/Indels identification, core gene analysis using orthomcl,
synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
graphs and tables.

95,000

EGI-NGS-SR075

Whole Genome
Resequencing

10 Gb data

Per
Sample

NGS grade DNA isolation with QC, indexed Genome library for
sequencing on illumina Platform, NextSeq sequencing to
generate ~10 Gb data with sample multiplexing using 2x150
base PE reads, Quality filtration of PE reads, mapping of high
quality reads to the reference genome, alignment summary (#
reads mapped, # uniquely mapped reads, # reads unmapped,
genome coverage), consensus sequence, gene prediction using
gtf/gff, SNP/Indels identification, core gene analysis using
orthomcl, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
graphs and tables.

1,15,000

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins

Genomics

Sample to Report Service on NGS illumina Matfowts

EGI Cat No.

Service
Descriptions

Deliverables

Catalogue
Unit Price

&)

EGI-NGS-SR076

Small RNA/ mi
RNA sequencing

10 Million reads

Per
Sample

NGS grade Total RNA isolation & QC, indexed miRNA/
small RNA library from Total RNA, NextSeq sequencing to
generate ~10 million reads with sample multiplexing using
1x75 base SE reads, Quality filtration of reads, mapping of
reads to miRNA database, expression profiling of miRNA,
differential miRNA analysis (if more than one sample),
Novel precursor miRNAs and mature miRNA, secondary
structures of candidate (novel) precursor miRNAs, target
identification of known and novel miRNA, comprehensive
report with graphs and tables.

72,000

EGI-NGS-SR077

Small RNA/ mi
RNA sequencing

20 Million reads

Per
Sample

NGS grade Total RNA isolation & QC, indexed miRNA/
small RNA library from Total RNA, NextSeq sequencing to
generate ~20 million reads with sample multiplexing using
1x75 base SE reads, Quality filtration of reads, mapping of
reads to miRNA database, expression profiling of miRNA,
differential miRNA analysis (if more than one sample),
Novel precursor miRNAs and mature miRNA, secondary
structures of candidate (novel) precursor miRNAs, target
identification of known and novel miRNA, comprehensive
report with graphs and tables.

90,000

EGI-NGS-SR078

Small RNA/ mi
RNA sequencing

30 Million reads

Per
Sample

NGS grade Total RNA isolation & QC, indexed miRNA/ small
RNA library from Total RNA, NextSeq sequencing to
generate ~30 million reads with sample multiplexing using
1x75 base SE reads, Quality filtration of reads, mapping of
reads to miRNA database, expression profiling of miRNA,
differential miRNA analysis (if more than one sample), Novel
precursor miRNAs and mature miRNA, secondary structures
of candidate (novel) precursor miRNAs, target identification
of known and novel miRNA, comprehensive report with
graphs and tables.

1,10,600

EGI-NGS-SR079

TruSeq Exome
sequencing,
45 Mb capture

50X coverage

Per
Sample

NGS grade DNA isolation & QC indexed exome library to
capture exons only for sequencing on illumina Platform,
NextSeq sequencing to generate ~2 Gb data with sample
multiplexing using 2x75 base PE reads, Quality filtration of
reads, alignment of reads to human reference hg19,
summary statistics of coverage chromosomewise, complete
list of mutation in excel (annotation of variants using
various databases including 1000 genome, dbSNP, DBNSFP,
GWAS, COSMIC, ClinVar and EmVClass), disease related
mutation list in excel, comprehensive report with clinical
importance.

55,000

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins

Genomics

: Catalogue
EGI Cat No. Ser.vu.:e NGS Seq Deliverables Unit Price
Descriptions ~ Output
NGS grade DNA isolation with QC indexed exome library to
capture exons only for sequencing on illumina Platform,
Exome NextSeq sequencing to generate ~3.5 Gb data with sample
sequencing multiplexing using 2x75 base PE reads and Quality filtration
64 Mb ' Per of reads, alignment of reads to human reference hg19,
EGI-NGS-SR080 Expanded 50X coverage Samole summary statistics of coverage chromosomewise, complete 70,000
Exome capture P list of mutation in excel (annotation of variants using
various databases including 1000 genome, dbSNP, DBNSFP,
GWAS, COSMIC, ClinVar and EmVClass), disease related
mutation list in excel, comprehensive report with clinical
importance.
NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using V3-V4 region specific primer and
sequencing on MiSeq using 2x300 bp chemistry to generate
1,00,000 PE reads, Quality filtration ofdata, softwares used are
) QIIME, phylogenetic analysis of microbial distribution,
EGINGSSRog{  /mplicon Seq 1,00,000 Per HeatMap, abundance and identification of microbial 25.000
forV3-v4 PEreads  Sample  community, analysis for dominant population, taxa ’

identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using V3-V4 region specific primer and
sequencing on MiSeq using 2x300 bp chemistry to generate
5,00,000 PE reads, Quality filtration of data, softwares used are
QIIME, phylogenetic analysis of microbial distribution,
EGLNGS-SRogy  /mplicon Seq 5,00,000 Per HeatMap, abundance and identification of microbial
forv3-v4 PEreads  Sample  community, analysis for dominant population, taxa
identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

40,000

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using targeting Archaeal population
specific primer and sequencing on MiSeq using 2x300 bp
chemistry to generate 1,00,000 PE reads, Quality filtration of
data, softwares used are QIIME, phylogenetic analysis of
EGI-NGS-SR083 Amplicon Seq 1,00,000 Per microbial distribution, HeatMap, abundance and identification
for Archaea PEreads  Sample  of microbial community, analysis for dominant population,
taxa identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

30,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |12



3% eurofins
Genomics

Service NGS Seq

Descriptions

EGI Cat No.

Amplicon Seq
for Archaea

5,00,000 Per

EGI-NGS-SR084 PE reads Sample

Deliverables

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using targeting Archaeal population
specific primer and sequencing on MiSeq using 2x300 bp
chemistry to generate 5,00,000 PE reads, Quality filtration of
data, softwares used are QIIME, phylogenetic analysis of
microbial distribution, HeatMap, abundance and identification
of microbial community, analysis for dominant population,
taxa identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

Catalogue
Unit Price

45,000

Amplicon Seq

EGI-NGS-SR085 for
Cyanobacteria

1,00,000 Per
PE reads Sample

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using targeting Cyanobacteria specific
primer and sequencing on MiSeq using 2x300 bp chemistry to
generate 1,00,000 PE reads, Quality filtration of data,
softwares used are QIIME, phylogenetic analysis of microbial
distribution, HeatMap, abundance and identification of
microbial community, analysis for dominant population, taxa
identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

30,000

Amplicon Seq
EGI-NGS-SR086 for
Cyanobacteria

5,00,000 Per
PE reads Sample

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using targeting Cyanobacteria specific
primer and sequencing on MiSeq using 2x300 bp chemistry to
generate 5,00,000 PE reads, Quality filtration of data,
softwares used are QIIME, phylogenetic analysis of microbial
distribution, HeatMap, abundance and identification of
microbial community, analysis for dominant population, taxa
identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot) (if more
than 3 samples), comprehensive report with graphs and tables.

45,000

Amplicon
Seq for ITS

1,00,000 Per

EGI-NGS-SR087 PEreads | Sample

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using ITS specific primer and sequencing
on MiSeq using 2x300 bp chemistry to generate 1,00,000 PE
reads, Quality filtration of data, softwares used are QIIME,
phylogenetic analysis of microbial distribution, HeatMap,
abundance and identification of microbial community, analysis
for dominant population, taxa identification, Rarefaction curve
and alpha diversity, comparative analysis and beta diversity
(PCoA Plot) (if more than 3 samples), comprehensive report
with graphs and tables.

30,000

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins

Genomics

Service
Descriptions

EGI Cat No.

Amplicon

EGI-NGS-SR088 Seq for ITS

NGS Seq

Per
Sample

5,00,000
PE reads

Deliverables

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using ITS specific primer and sequencing
on MiSeq using 2x300 bp chemistry to generate 5,00,000 PE
reads, Quality filtration of data, softwares used are QIIME,
phylogenetic analysis of microbial distribution, HeatMap,
abundance and identification of microbial community, analysis
for dominant population, taxa identification, Rarefaction curve
and alpha diversity, comparative analysis and beta diversity
(PCoA Plot) (if more than 3 samples), comprehensive report
with graphs and tables.

Catalogue
Unit Price

X)

40,000

Amplicon Seq
- Customized

EGI-NGS-SR089

1,00,000
PE reads

Per
Sample

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using target specific primer and sequencing
on MiSeq using 2x300 bp chemistry to generate 1,00,000 PE
reads, Quality filtration of data, softwares used are QIIME,
phylogenetic analysis of microbial distribution, HeatMap,
abundance and identification of microbial community, analysis
for dominant population, taxa identification, Rarefaction curve
and alpha diversity, comparative analysis and beta diversity
(PCoA Plot) (if more than 3 samples), comprehensive report
with graphs and tables.

45,000

Amplicon Seq -

EGI-NGS-SR090
Customized

Per
Sample

5,00,000
PE reads

NGS grade meta gDNA isolation from soil with QC, Amplicon
library Preparation using target specific primer and sequencing
on MiSeq using 2x300 bp chemistry to generate 5,00,000 PE
reads, Quality filtration of data, softwares used are QIIME,
phylogenetic analysis of microbial distribution, HeatMap,
abundance and identification of microbial community, analysis
for dominant population, taxa identification, Rarefaction curve
and alpha diversity, comparative analysis and beta diversity
(PCoA Plot) (if more than 3 samples), comprehensive report
with graphs and tables.

60,000

Whole Meta
Genome
Sequencing

EGI-NGS-SR091

Per

5 Gb dat
o Sample

NGS grade meta gDNA isolation from soil & QC, indexed meta
genome library for sequencing on illumina Platform and
NextSeq sequencing to generate =5 Gb data with sample
multiplexing using 2x 150 base PE reads, Quality filtration of
data, denovo assembly of high quality reads, Microbial
distribution, Abundance and identification of microbial
community, Analysis of dominant population, taxonomic
assignment, Functional annotation, KEGG Pathway,Compre-
hensive report with graphs and tables.

1,10,000

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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3% eurofins

Genomics

Sample to Report Service on NGS illumina Matfowts

: Catalogue
Service  NGS Seq Deliverables Unit Price

SGICAto Descriptions  Output )

NGS grade meta gDNA isolation from soil & QC, indexed meta
genome library for sequencing on illumina Platform and
NextSeq sequencing to generate ~10 Gb data with sample
Whole Meta multiplexing using 2x 150 base PE reads, Quality filtration of

Per data, denovo assembly of high quality reads, Microbial
EGI-NGS-SR092 Genome 10 Gb data Sample | distribution, Abundance and identification of microbial 2,00,000
Sequencing community, Analysis of dominant population, taxonomic
assignment, Functional annotation, KEGG Pathway,
Comprehensive report with graphs and tables.

NGS grade meta gDNA isolation from soil & QC, indexed meta
genome library for sequencing on illumina Platform and
NextSeq sequencing to generate ~15 Gb data with sample
Whole Meta multiplexing using 2x 150 base PE reads, Quality filtration of
EGI-NGS-SR093 Genome 15 Gb data Per d.ata., de.nOVO assembly of hlgh quallty I'eads, MICFObIa' 3’02’000
Se ; Sample distribution, Abundance and identification of microbial
quencing : : . ; .

community, Analysis of dominant population, taxonomic
assignment, Functional annotation, KEGG Pathway,
Comprehensive report with graphs and tables.

NGS grade meta gDNA isolation from soil & QC, indexed meta
genome library for sequencing on illumina Platform and
NextSeq sequencing to generate ~20 Gb data with sample
Whole Meta multiplexing using 2x 150 base PE reads, Quality filtration of
EGI-NGS-SR094 | Genome | 20Gbdata | o | data denovo assembly of high quality reads, Microbial 3,52,000
Se . Sample distribution, Abundance and identification of microbial

quencing . : . ; .

community, Analysis of dominant population, taxonomic

assignment, Functional annotation, KEGG Pathway,
Comprehensive report with graphs and tables.

NGS grade DNA isolation & QC , indexed Genome library from
bisulfite treated DNA for sequencing on illumina Platform,
Whole Genome NextSeq sequencing to generate ~5 Gb data with sample
Bisulfite Per multiplexing using 2x 75 base PE reads, Quality filtration of
EGI-NGS-SR095 |  Sequencing 5Gb data Sample data, genome alignment to the insilico converted bisulphite 1,50,000
(WGBS) genome, alignment files in .bam format, methylation density,
genome wide methylation profile identification, differentially
methylated genes, CpG track for visualization, comprehensive

report with graphs and tables.

*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |15



3% eurofins

Genomics

Sample to Report Service on NGS illumina Matfowts

EGI Cat No,  Service

Descriptions

Whole Genome

NGS Seq

Output

Deliverables

NGS grade DNA isolation & QC, indexed Genome library from
bisulfite treated DNA for sequencing on illumina Platform,
NextSeq sequencing to generate ~10 Gb data with sample
multiplexing using 2x 75 base PE reads, Quality filtration of

Catalogue
Unit Price

)

Bisulfite Per data, genome alignment to the insilico converted bisulphite
EGINGS-SR0% | Sequencing | 10 Gb data Sample genome, alignment files in .bam format, methylation density, 182,000
(WGBS) genome wide methylation profile identification, differentially
methylated genes, CpG track for visualization, comprehensive
report with graphs and tables.
NGS grade DNA isolation & QC, indexed Genome library from
bisulfite treated DNA for sequencing on illumina Platform,
NextSeq sequencing to generate ~15 Gb data with sample
Wh(él_e Gltf-:'.;lome multiplexing using 2x 75 base PE reads, Quality filtration of
Isultite Per data, genome alignment to the insilico converted bisulphite
EGI-NGS-SR097 Sequencing 15 Gb data Sample genome, alignment files in .bam format, methylation density, 2,15,000
(WGBS) genome wide methylation profile identification, differentially
methylated genes, CpG track for visualization, comprehensive
report with graphs and tables.
NGS grade DNA isolation & QC, indexed Genome library from
bisulfite treated DNA for sequencing on illumina Platform,
NextSeq sequencing to generate ~20 Gb data with sample
Whole Genome multiplexing using 2x 75 base PE reads, Quality filtration of
EGINGS.SR098 Squlls]:Irzl(t:ieng 20 Gb data SaI:r’:r data, genome align.mer)t to the insilico conver.ted bisglphite 2.47,000
ple genome, alignment files in .bam format, methylation density,
(WGBS) genome wide methylation profile identification, differentially
methylated genes, CpG track for visualization, comprehensive
report with graphs and tables.
NGS grade DNA isolation & QC, indexed Genome library from
Restriction Enzyme digested and Bisulfite treated DNA for
sequencing on illumina Platform, NextSeq sequencing to
Reduced generate ~5 Gb data with sample multiplexing using 1x75
representation base PE reads, Quality filtration of data, genome alignment to
isulfit Per the insilico converted bisulphite genome, alignment files in
EGI-NGS-SR099 bisulfite 5 Gb data Sample .bam format, methylation density, genome wide methylation 1,60,000
se(;us;gng profile identification, differentially methylated genes, CpG
( ) track for visualization, comprehensive report with graphs and
tables.
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |16




3% eurofins

EGI Cat No.

Genomics

Sample to Report Service on NGS illumina Matfowts

Service

Descriptions

NGS Seq

Output

Unit

Deliverables

NGS grade DNA isolation & Q, indexed Genome library from
Restriction Enzyme digested and Bisulfite treated DNA for
sequencing on illumina Platform, NextSeq sequencing to

Catalogue
Unit Price

)

Reduced generate 10 Gb data with sample multiplexing using 1x75
representation base PE reads, Quality filtration of data, genome alignment to
EGI-NGS-SR100 bisulfite 10 Gb data Per the insilico converted bisulphite genome, alignment files in 1.92.000
sequencing Sample .bam format, methylation density, genome wide methylation "
(RRBS) profile identification, differentially methylated genes, CpG
track for visualization, comprehensive report with graphs and
tables.
NGS grade DNA isolation & QC, enrichment of methylated DNA
fragments via an antibody raised against 5-methylcytosine
(5mC) / 5-hydroxymethylcytosine  (5-hmC), Preparation of
Methylated DNA sequencing ready MeDIP-seq library from immunoprecipitated
Immunoprecipi- DNA for sequencing on illumina Platform, NextSeq sequencing
tation Seq Per to generate ~3 Gb data with sample multiplexing using 1x 75
EGI-NGS-SR101 (MeDIP 3 Gb data Sample base SE reads, Quality filtration of reads, alignment of MeDIP 1,30,000
Seq_5mc/hMeDIP seq reads to reference genome, mapping summary statistics,
Seq_5hmc distribution for uniquely mapped reads, genome coverage,
enriched regions-Peaks, differentially methylated genes,
comprehensive report with graphs and tables.
NGS grade DNA isolation & QC, enrichment of methylated DNA
fragments via an antibody raised against 5-methylcytosine
Methylated (5mC) /. 5-hydroxymethy|cytqsine (5-h_mC), Prepqrgtion of
DNA Immuno- sequencing ready MeDIP-seg library from |mmunopreC|p|tateq
precipitation DNA for sequgnGc;)ng on |Ilurr1n|na Pllatfor:n, INextSeq sequer;(élng
Per to generate ~ ata with sample multiplexing using 1 x
EGI-NGS-SR102 222('\4?:5 5 Cb data Sample | base SE reads, Quality filtration of reads, alignment of MeDIP 1,52,000
hMeDIP seq reads to reference genome, mapping summary statistics,
Seq_5hmc) distribution for uniquely mapped reads, genome coverage,
- enriched regions-Peaks, differentially methylated genes,
comprehensive report with graphs and tables.
NGS grade DNA isolation and QC, suitable restriction enzyme
digestion as per the genome species, Preparation of
sequencing ready GBS library from restriction enzyme digested
DNA for sequencing on illumina Platform, NextSeq sequencing
to generate ~“Upto 1.5-2 million single end reads with
Genotyping by Upto multiplexing up to 48 samples per batch using 1x 150 base SE
EGI-NGS-SR103 Sequencing | 1-9-2 Million | 48 samples | reads, Demultiplexing and quality filtration of reads, adapter 4,00,000
reads trimming, RE sites, List of markers, Haplotype with their alleles
values and alleles depth, genotypes for each samples,
annotation of the RADtags, Genetic/Association map,
comprehensive report with graphs and tables.
*Taxes extra as applicable.
PAGE |17
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Genomics

Sample to Report Service on NGS illumina Pﬁ.ﬁor s‘lI

Catalogue

Service Deliverables Unit Price

EGI Cat No. Descriptions

DNA extraction, QC, gene amplification, amplicon
purification, quantification, equimolar pooling and
TILLING library preparation for 8 rows 12 columns
pooling to prepare 20 libraries for 5 genes -96 Samples,
Quality filtration of reads, alignment statistics,
EGI-NGS-SR104 Tilling Seq for 5 Gene-96 sample 96 samples | alignment file per library, librarywise variant calling 27,36,000
with gene ID for TILLING, List of all the variants (SNP
position, read depth, count of variation and variation
percentage), Variation in the martix for all libraries,
comprehensive report with graphs and tables.

DNA extraction, QC, gene amplification, amplicon
purification, quantification, equimolar pooling and
TILLING library preparation for 8 rows 12 columns
pooling to prepare 20 libraries for 10 genes -96
Samples, Quality filtration of reads, alignment statis-
EGI-NGS-SR105 | Tiling Seq for 10 Gene-96 sample | 96samples | tics, alignment file per library, librarywise variant | 29 76,000
calling with gene ID for TILLING, List of all the variants
(SNP position, read depth, count of variation and
variation percentage), Variation in the martix for all
libraries, comprehensive report with graphs and tables.

Catalogue

Service Deliverables Unit Price

Descriptions

EGI Cat No.

NGS grade Mitochondrial DNA isolation & QC, indexed Genome
library for sequencing on illumina Platform, NextSeq sequencing to

Insect comprehensive generate ~2-3 Gb data with sample multiplexing using 2x150 base
reference based per PE reads, Quality filtration of reads, mapping of high quality reads
EGI-NGS-SR106 |  mitochondrial DNA | mt-genome | to the reference mtgenome, alignment summary (#reads mapped, 75,000
Sequencing and dataset #ireads unmapped, genome coverage), consensus sequence, gene
analysis prediction, gene annotation, circos plot, comprehensive report

with graphs and tables.

NGS grade Mitochondrial DNA isolation & QC, indexed Genome
library for sequencing on illumina Platform, NextSeq sequencing to

Plant comprehen- generate ~5-6 Gb data with sample multiplexing using 2x150 base
sive reference based per PE reads, Quality filtration of reads, mapping of high quality reads

-NGS- . . t- .
EGI-NGS-SR107 mitochondrial DNA mdggn;’g:e to the reference mtgenome, alignment summary (#reads mapped, 90,000
Sequencing and #reads unmapped, genome coverage), consensus sequence, gene
analysis prediction, gene annotation, circos plot, comprehensive report
with graphs and tables.
*Taxes extra as applicable. PAGE |18
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NGS Bioinformatics

Bioinfomatics store, analyse and
integrate your biological data.
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<% eurofins ‘
Genomics

NGS Bioinformatics Analysis

Bacterial Denovo Genome Assembly

: Catalogue
EGI Cat No. DesSc?ir\?igﬁs Deliverables Unit Price
: )
Quality filtration of reads, Denovo assembly generating
Comprehensive scaffolds/contigs, assembly statistics, Insilico validation of assembly,
bacterial denovo per GC percentage, gene prediction, gene annotation, GO analysis,
EGI-NGS-BI108 genome assembly & genome | SNP/Indels discovery (if more than one sample), phylogenetic analysis, 65,000
analysis dataset | circos plot, COG, Orthologous groups analysis using Orthomcl, KEGG
pathway analysis, core gene analysis, comprehensive report with
publication standard methodology, graphs and tables.
Quality filtration of reads, Denovo assembly generating scaffolds/
Comprehensive contigs, assembly statistics, Insilico validation of assembly, GC
fungus denovo per percen}age, geneI predi;t;og,dgene annoste,iltlig?,dGlo zpalysis, Bélc;synthetir(]:
gene cluster analysis, iscovery, ndels discovery (if more than
EGI-NGS-BI109 genome assembly .& ge{wmte one sample), phylogenetic analysis, circos plot, COG, Orthologous 75,000
analysis (Genome size alase groups analysis using Orthomcl, KEGG pathway analysis, repeat
upto 50Mb) identification, core gene analysis, comprehensive report with
publication standard methodology, graphs and tables.
Quality filtration of reads, quality graphs of insert and subreads, read
Pacbio error correct!on, den.qvo agser_nbly generating scaffolds/contigs,
comprehensive per assembly statistics, Insilico validation of assembly, GC percentage, gene
: prediction, gene annotation, GO analysis, SNP/Indels discovery (if more
EGI-NGS-BI110 |  bacterial/ Fungus | genome | 4l ) phylogenetic analysis, circos plot, COG, orthl 70,000
denovo genome dataset ple), phylogenetic analysis, circos plot ; orthologous
assembly & analysis groups analysis using Orthomcl, KEGG pathway analysis, repeat
identification , core gene analysis , comprehensive  report with
publication standard methodology, graphs and tables.
Quality filtration of reads, Denovo assembly generating scaffolds/
contigs, assembly statistics, Insilico validation of assembly, GC
. percentage, gene prediction, gene annotation, GO analysis, SSR
dzl:}r;%gsgzzgrr;i PEr | discovery, SNP\Indels discovery (if more than one sample),
EGI-NGS-BI11 assembly &analvsis | oorom® | phylogenetic analysis, KEGG pathway analysis, repeat identification, 1,25,000
y Y dataset | Gircos plot, COG, orthologous groups analysis using Orthomcl, core
gene analysis, comprehensive report with publication standard
methodology, graphs and tables.
Quality filtration of reads, kmer depth distribution analysis, Insilico
genome size estimation, denovo assembly generating scaffolds/contigs,
Comprehensive assembly statistics, Insilico validation of assembly using RNA-Seq data,
denovo genome per GC percentage,repeat identification, gene prediction, gene annotation,
EGI-NGS-BI112 assembly & analysis genome | GO analysis, SSR discovery, SNP/Indel discovery (if more than one 2,50,000
(Genome size upto dataset | sample), phylogenetic analysis, KEGG pathway analysis, comparative
1Gb) genomics with closely related genomes, circos plot, COG, orthologous
groups analysis using Orthomcl, core gene analysis, comprehensive
report with publication standard methodology, graphs and tables.
*Taxes extra as applicable. PAGE |19
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NGS Bioinformatics Analysis

EGI Cat No.

Genomics

Service
Descriptions

Comprehensive large

Deliverables

Quality filtration of reads, kmer depth distribution analysis, Insilico
genome size estimation, denovo assembly generating scaffolds/contigs,
assembly statistics, Insilico validation of assembly using RNA-Seq data,
GC percentage, repeat identification, generation of gene model using

Catalogue
Unit Price

phylogenetic analysis, KEGG pathway analysis, repeat identification,
circos plot, COG, orthologous groups analysis using Orthomcl, core
gene analysis, comprehensive report with publication standard
methodology, graphs and tables.

genome denovo per transcriptome data (RNAseq data required), gene prediction, gene
EGI-NGS-BI113 assembly & analysis genome | annotation, GO analysis, SSR discovery, SNP/Indel discovery(if more 5,00,000
. dataset than one sample), phylogenetic analysis, KEGG pathway analysis,
(Genome size >1Gb) ; SO 4
comparative genomics with closely related genomes, circos plot, COG,
orthologous groups analysis using Orthomcl, core gene analysis,
comprehensive report with publication standard methodology, graphs
and tables.
Quality filtration of reads, kmer depth distribution analysis, Insilico
genome size estimation, Denovo assembly generating
scaffolds/contigs, assembly statistics, Insilico validation of assembly,
Large genome o GC percentage, g(_eneration of gepe.model using trapscriptome datg
hvbrid d P (RNAseq data required), gene prediction, gene annotation, GO analysis,
EGI-NGS-BI114 ybrid denovo genome | gop discovery, SNP\Indels discovery (if more than one sample), 6,50,000
assembly & analysis dataset

Reference guided genome analysis

EGI Cat No.

Service
Descriptions

Deliverables

Quality filtration of PE reads, mapping of high quality reads to the
reference genome, alignment summary (# reads mapped, # uniquely
mapped reads, # reads unmapped, genome coverage), consensus

Catalogue
Unit Price

)

EGI-NGS-BI115 Zici:;eéﬁlézfsgemnze ger?:r;e z?\qul’J/?nndc:Té gr?:;at;i)gﬁdig(t)i:)en using gltf/gff, SNP/InﬁeIs lidentificatign, 30,000
assembly & analysis dataset . , gene analysis using ort.omc, comparative
genomics, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
publication standard methodology, graphs and tables.
Quality filtration of PE reads, mapping of high quality reads to the
reference genome, alignment summary (# reads mapped, # uniquely
mapped reads, # reads unmapped, genome coverage), consensus
Fungus reference per sequence, gene prediction using gtfigff, SNP/Indels identification,
EGI-NGS-BI116 guided genome GENome o\ pyindels annotation, core gene analysis using orthomel, comparative 45,000
assembly & analysis | dataset genomics, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
publication standard methodology, graphs and tables.
*Taxes extra as applicable. PAGE |20

*Eurofins Genomics India Pvt Ltd reserves the right to add or discontinue item without prior notice.




<% eurofins
Genomics

NGS Bioinformatics Analysis

Catalogue

Service Deliverables Unit Price

EGI Cat No. Descriptions
)

Quality filtration of PE reads, mapping of high quality reads to the
reference genome, alignment summary (# reads mapped, # uniquely
mapped reads, # reads unmapped, genome coverage), consensus
sequence, gene prediction using gtf/gff, SNP/Indels identification,
SNP/Indels annotation, core gene analysis using orthomcl, comparative 1,50,000
genomics, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
publication standard methodology, graphs and tables.

Plants reference per

EGI-NGS-BI117 guided genome genome
assembly & analysis dataset

Quality filtration of PE reads, mapping of high quality reads to the
reference genome, alignment summary (# reads mapped, # uniquely
Other organisms per mapped reads,# reads unmapped, genome coverage), CONsensus
reference guided genome sequence, gene prediction using gtfigff, SNP/Indels identification,
genome assembly and dataset SNP/Indels annotation, core gene analysis using orthomcl, comparative

analysis genomics, synteny plot, phylogenetic analysis, circos plot (genes,
gene/genome coverage, SNPs etc), comprehensive report with
publication standard methodology, graphs and tables.

EGI-NGS-BI118 1,50,000

Whole Metagenome Analysis

: Catalogue
Service : diod
EGI Cat No. Descriptions Deliverables Unit Price
%)
Quality filtration of data, denovo assembly of high quality reads,
Whole metagenome per Microbial distribution, Abundance and identification of microbial
EGI-NGS-BIT19 analysis metaG community, Analysis of dominant population, taxonomic assignment, 90,000
dataset Functional annotation, KEGG Pathway, Comprehensive report with
publication standard methodology, graphs and tables.
Quality filtration of data, denovo assembly of high quality reads,
Microbial distribution, Abundance and identification of microbial
Whole metagenome per community, Analysis of dominant population, taxonomic assignment,
EGI-NGS-BI120 and compa.ratlve metaG Functional annotation, KEGG Pathway, comparative analysis, 1,20,000
analysis dataset Comprehensive report with publication standard methodology, graphs
and tables.
*Taxes extra as applicable. PAGE |21
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Genomics

Service

EGI Cat No. Descriptions

16S MicroBiome pe

Profiling and r
comparative analysis amplicon
dataset

EGI-NGS-BI121

Deliverables

Quality filtration of data, softwares used are QIIME, phylogenetic
analysis of microbial distribution, HeatMap, abundance and
identification of microbial community, analysis for dominant
population, taxa identification, Rarefaction curve and alpha diversity,
comparative analysis and beta diversity (PCoA Plot)(if more than 3
samples), comprehensive report with publication standard
methodology, graphs and tables.

Catalogue
Unit Price

20,000

Genotyping

by Sequencing: Analysis

: Catalogue
EGI Cat No. Degz?ir\?igﬁs Deliverables Unit Price
: )
Demultiplexing and quality filtration of reads, adapter trimming, RE
pe sites, List of markers, Haplotype with their alleles values and alleles
EGI-NGS-BI122 Denovo GBS./RAD r | depth, genotypes for each samples, annotation of the RADtags, 4,000
analysis GSBaSr?IgA% Genetic/Association map, comprehensive report with publication
dataset standard methodology, graphs and tables.
. Demultiplexing and quality filtration of reads, adapter trimming, RE
Reference based pr sites, mapping on the reference genome, List of markers, Haplotype with
EGI-NGS-BI123 GBSIRAD analysis sample their alleles values and alleles depth, genotypes for each samples, 3,500
GBSIRAD | @nnotation of the RADtags, Genetic/Association map, comprehensive
dataset | report with publication standard methodology, graphs and tables.

Viral Denovo Genome Assembly

: Catalogue
Service ; - Do
EGI Cat No. Descriptions Deliverables Unit Price
(X)
Quality filtration ~ of reads, denovo assembly generating
Comprehensive Viral scaffolds/contigs, assembly statistics, Insilico validation of assembly, GC
percentage, gene prediction, gene annotation, GO analysis, SNP/Indels
EGI-NGS-BI124 Denovo Genome per identification(with closely related virus or if more than one sample), 35.000
assemblyi and viral SNP/Indels annotation, core gene analysis using orthomcl, phylogenetic '
analysis dataset | analysis, comparative genomics, pathway analysis, comprehensive report
with publication standard methodology, graphs and tables.
Quality filtration of reads, mapping of high quality reads to the
reference genome, alignment summary (#reads mapped, #uniquely
Comprehensive Viral mapped reads, #reads unmapped, genome coverage), consensus
EGI-NGS-BI125 reference based per sequence, gene prediction using gtf/gff, SNP/Indels identification, 30,000
Genome analysis Z'ral SNP/Indels annotation, core gene analysis using orthomcl, comparative
ataset genomics, phylogenetic analysis, pathway analysis, comprehensive
report with publication standard methodology, graphs and tables.
*Taxes extra as applicable. PAGE |22

* Eurofins Genomics India Pvt Ltd reserves the right to add or discontinue

item without prior notice.
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WG Bisulfite Analysis
Catalogue

Service Deliverables Unit Price

EGI Cat No. Descriptions )

Quality filtration of data, genome alignment to the insilico converted
bisulphite genome, alignment files in .bam format, methylation density,
genome wide methylation profile identification, differentially
methylated genes, CpG track for visualization, comprehensive report
with publication standard methodology, graphs and tables.

per
EGI-NGS-BI126 |WG Bisulfite analysis genome

dataset
WG MeDIP-Seq Analysis
Catalogue

Service : )
Descriptions Deliverables UmE?P)nce

1,00,000

EGI Cat No.

Quality filtration of reads, alignment of MeDIP seq reads to reference
per genome, mapping summary statistics, distribution for uniquely mapped
EGI-NGS-BI127 MeDIP analysis genome | reads, genome coverage, enriched regions-Peaks, differentially 40,000
dataset methylated genes, comprehensive report with publication standard
methodology, graphs and tables.

Denovo RNASeq

: Catalogue
Service . et
EGI Cat No. Descriptions Deliverables Unit Price
()
Quality filtration of reads, Denovo assembly generating
Bacterial per transcript/unigene, summary statistics, CDS prediction, functional
i annotation using NCBI NRdb, Swiss prot, COG, KEGG-pathway
EGI-NGS-BI128 Bc;r:o?lrgzgmssnég RNAseq analysis, Gene ontology analysis, differential gene expression analysis 45,000
analysis dataset (if more than one sample), HeatMap, comprehensive report with
publication standard methodology, graphs and tables.
Quality filtration of reads, Denovo assembly generating
transcript/unigene, summary statistics, CDS prediction, functional
Fungus comprehensive per annotation using NCBI NRdb, Swiss prot, COG, KEGG-pathway
EGI-NGS-BI129 Denovo RNASeq RNAseq | analysis, gene ontology analysis, SSR Identification, differential gene 50,000
analysis dataset | expression analysis (if more than one sample), HeatMap,
comprehensive report with publication standard methodology,
graphs and tables.
Quality filtration of reads, Denovo assembly generating
transcript/unigene, summary statistics, CDS prediction, functional
Animal comprehensive per annotation using NCBI NRdb, Swiss prot, COG, KEGG-pathway
EGI-NGS-BI130 Denovo RNASeq RNAseq | analysis, gene ontology analysis, SSR Identification, differential gene 55,000
analysis dataset | expression analysis (if more than one sample), HeatMap,
comprehensive report with publication standard methodology,
graphs and tables.
*Taxes extra as applicable. PAGE |23
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NGS Bioinformatics Analysis

Service

SEl GG Descriptions

Deliverables

Catalogue
Unit Price

Quality filtration of reads, Denovo assembly generating transcript/
Plant comprehensive er unigene, summary statistics, CDS prediction, functional annotation
i ! using NCBI NRdb, Swiss prot, COG, KEGG-pathway analysis, gene
EGINGS-BIT3T Denovo lR NASeq ENAseq ontology analysis, SSR Identification, differential gene expression 55,000
analysis ataset analysis (if more than one sample), HeatMap, comprehensive report
with publication standard methodology, graphs and tables.
Reference Based RNASeq
: Catalogue
Service : Y.
EGI Cat No. o Deliverables
Descriptions Unit Price
Quality filtration of reads, mapping on the reference genome,
alignment summary statistics, gene coverage, differential gene
Bacterial expression analysis based on RPKM/FPKM, functional annotation of
comprehensive RNF/)\er differentially expressed genes, list of upregulated and downregulated
EGI-NGS-BI132 reference based d Seq genes, statistical significant genes, HeatMap, volcano plot, scatter 25,000
RNASeq analysis ataset plot, pathway analysis, SNP analysis, SSR Identification, .bam file for
visualization of alignment, comprehensive report with publication
standard methodology, graphs and tables.
Quality filtration of reads, mapping on the reference genome,
alignment summary statistics, gene coverage, differential gene
Plant expression analysis based on RPKM/FPKM, functional annotation of
comprehensive RNE\Z; differentially expressed genes, list of upregulated and downregulated
EGI-NGS-BI133 reference based dataseqt genes, statistical significant genes, HeatMap, volcano plot, scatter 40,000
RNASeq analysis plot, pathway analysis, SNP analysis, SSR Identification, .bam file for
visualization of alignment, comprehensive report with publication
standard methodology, graphs and tables.
Quality filtration of reads, mapping on the reference genome,
alignment summary statistics, gene coverage, differential gene
Other organisms per expression analysis based on RPKM/FPKM, functional annotation of
comprehensive differentially expressed genes, list of upregulated and downregulated
-NGS- RNA
EGI-NGS-BI134 reference based datasseeqt genes, statistical significant genes, HeatMap, volcano plot, scatter 45,000
RNASeq analysis plot, pathway analysis, SNP analysis, SSR Identification, .bam file for
visualization of alignment, comprehensive report with publication
standard methodology, graphs and tables.
Quality filtration of reads, mapping on the reference genome,
alignment summary statistics, splice junction identification,
|dentification per identification and graphical representation of alternative splice
EGI-NGS-BI135 of RNAseq | events: exon skipping, intron retention, alternative donor and 45,000
alternative splice dataset | acceptor sites, differential analysis (more than one sample), GO
events analysis and KEGG pathway analysis, comprehensive report with
publication standard methodology, graphs and tables.
*Taxes extra as applicable. PAGE [24
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Vietatranscriptome AnalysIs

Catalogue

Service : l0g
EGI Cat No. Descriptions Deliverables UmE?P)nce

Quality filtration of reads, removable of ncRNA, Assembly/Mapping of
removed ncRNA reads, MG-RAST/MEGAN, Phylogenetic analysis,

. microbial community abundance and identification, Analysis of

. per meta dominant population, taxa identification, functional annotation
EGI-NGS-BI136 Metatranscriptome dataset | Expression analysis, COG analysis, KEGG pathway analysis, SEED
analysis, PCoA/LCA plot, Rarefaction Curve, alpha diversity and beta
diversity (for more than one sample), comprehensive report with
publication standard methodology, graphs and tables.

Small RNA Discovery & Profiling

55,000

: Catalogue
Service . e
EGI Cat No. Descriptions Deliverables Unit Price
(%)
Quality filtration of reads, homology based identification of known
miRNA, expression profiling of miRNA, differential miRNA analysis (if
Homology based persmall | more than one sample), Novel precursor miRNAs and mature miRNA,
EGI-NGS-BI137 small RNA discovery RNA secondary structures of candidate(novel) precursor miRNAs, target 35,000
dataset | identification of known and novel miRNA, functional annotation of
targeted genes, comprehensive report with publication standard
methodology, graphs and tables.
Quality filtration of reads, mapping of reads to miRNA database,
expression profiling of miRNA, differential miRNA analysis (if more
s . persmall | than one sample), Novel precursor miRNAs and mature miRNA,
mall RNA discovery : )
EGI-NGS-BI138 and Profiling RNA secondary structures of candidate(novel) precursor miRNAs, target 25,000
dataset | identification of known and novel miRNA, functional annotation of
targeted genes, comprehensive report with publication standard
methodology, graphs and tables.
per small
EGI-NGS-BI139 primS:a(;ngtﬁng daRtg:e t Insilico optimized primer designing for miRNA 10,000

ChipSeq Analysis

Service
Descriptions

Catalogue
Deliverables Unit Price

)

EGI Cat No.

Quality filtration of reads, Genome/gene wide peak scanning

. per and distribution, BED, bam and WIG file for visulization of
EGI-NGS-BI140 | ChipSeq analysis ChipSeq interval peaks, active region, probe signals, comprehensive 35,000
dataset report with publication standard methodology, graphs and
tables.

*Taxes extra as applicable.
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NGS Bioinformatics Analysis

xomeoseq Analysis

Service

EGI Cat No. Descriptions

Deliverables

Catalogue
Unit Price

Quality filtration of reads, alignment of reads to human reference hg19,
per summary statistics of coverage chromosomewise,complete list of
. . mutation in excel (annotation of variants using various databases
EGI-NGS-BI141 | Exome for family Trios exome. | including 1000 genome, dbSNP, DBNSFP, GWAS, COSWIC, ClnVar and 75,000
alase EmVClass), disease related mutation list in excel, pedigree analysis,
comprehensive report with clinical importance.
Quality filtration of reads, alignment of reads to human reference hg19,
per summary statistics of coverage chromosomewise, complete list of
Lo mutation in excel (annotation of variants using various databases
EGI-NGS-BI142 | Exome for indvidual exome | including 1000 genome, dbSNP, DBNSFP, GWAS, COSWIC, ClinVar and 30,000
alase EmVClass), disease related mutation list in excel, comprehensive report
with clinical importance.

Biological Database Development

Catalogue

EGI Cat No. Dei?ir\?igﬁs Deliverables Unit Price
: )
Structural and semistructural Database for genome service, graphical
user interface (GUI) to interact with database, browse, update, add and
delete the records in database, external tool integration such as blast
Database and IGV for analysis and visualization, link database to the external
EGI-NGS-BI143 development for per public repository, Database architecture  will be developed using 10,00,000
genome (1 genome) database | gatabase server (MySQL(mariaDB) & PHPAdmin); for scripting: server
side languages such as PHP and Perl-CGl, while browser side language
such as Java scirpt, Ajax and web pages will be developed in HTML and
CSS
Structural and semistructural Database for RNASeq service, graphical
user interface (GUI) to interact with database, browse, update, add and
Database delete the records i_n databa)se, gxte_rnal t.ool integration such as blast
development for per and .IGV for gnaly5|s and wsualnza_tlon, link d_atabase to the exterpal
EGI-NGS-BI144 RNASeq (upto 10 database public repository, Databasg architecture wnI.I be deve.loped using 12,00,000
samples) database server (MySQL(mariaDB) & PHPAdmin); for scripting: server
side languages such as PHP and Perl-CGl, while browser side language
such as Java scirpt, Ajax and web pages will be developed in HTML and
CSs
Structural and semistructural Database for Small RNA service,
graphical user interface (GUI) to interact with database, browse,
Database ypdate,_ add and delete the records in Qatabasg, e>_(terr.1al tpol
development for or integration such as blast and_ IGV for analysis and wsual'lzatlon, I|n_k
EGI-NGS-BI145 Small RNA (upto 10 dat:base database to the gxternal public repository, Databgse architecture ywll 12,00,000
samples) be devglqped using d_atabase server (MySQL(mariaDB) & PHPAdmlr_1);
for scripting: server side languages such as PHP and Perl-CGl, while
browser side language such as Java scirpt, Ajax and web pages will be
developed in HTML and CSS
*Taxes extra as applicable.
PAGE |26
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EGI Cat No.

EGI-NGS-BI146

Service
Descriptions

Database development
for Metagenome (upto
10 samples)

per
database

Deliverables

Structural and semistructural Database for Metagenome service,
graphical user interface (GUI) to interact with database, browse,
update, add and delete the records in database, external tool
integration such as blast and IGV for analysis and visualization, link
database to the external public repository, Database architecture will
be developed using database server (MySQL(mariaDB) & PHPAdmin);
for scripting: server side languages such as PHP and Perl-CGl, while
browser side language such as Java scirpt, Ajax and web pages will be
developed in HTML and CSS

Catalogue
Unit Price

)

15,00,000

SNP Genotyping Using Array Paltforms

; Catalogue
Service : B
EGI Cat No. o Deliverables
Descriptions AT P
(%)
SNP Genotyping of 768
Samplzgogfihng A(;iom 768 SNP Genotyping of 768 samples using Axiom® Wheat
EGI-NGS-BI147 Wheat Breeder's Samples cB:lreetde.r‘s Eer}otyping Array having 35K SNPs and 37,00,000
Genotyping Array ustering Analysis
SNP Genotyping of 96 96 SNP Genotyping of 96 samples using Axiom® Wheat
EGI-NGS-BI148 Samples UsingAxiom Wheat Samples HDGenotyping Array having 817K SNPs and Clustering 25,15,000
HD Genotyping Array Analysis
Custom Axiom myDesign Custom design SNP Chip Assay for 1500 to 25000SNPs/
480 Indels,gDNA QC, Genotyping in 480 samples in 96 array
EGI-NGS-BI149 SNP Chip array for upto Samples | palte format, SNP Clustering and Reporting 69,12,000
25000 SNPs Assay and
Genotyping in 480 samples
Custom Axiom myDesign 4g0 | Custom design SNP Chip Assay for 50000 SNPs/
EGI-NGS-BI150 . Indels,gDNA QC, Genotyping in 480 samples in 96 array 84,48,000
SNP Chip array for 500(.)0 Samples palte format, SNP Clustering and Reporting
SNPs Assay and Genotyping
Custom design KASPar SNP
Assay for 48 SNPs and 96 Custom design SNP KASPar Assay f or 48 SNPs and
EGI-NGS-BI151 Genotyping in 96 samples on | Samples | Genotyping in 96 samples SNP Clustering and Reporting 3,53,400
Biomark platform
Custom design KASPar SNP
Assay for 48 SNPs and 172 Custom design SNP KASPar Assay for 48 SNPs and
EGI-NGS-BI152 Genotyping in 172 samples on | Samples | Genotyping in 172 samples SNP Clustering and Reporting 6,16,000
Biomark platform
Custom design KASPar SNP
Assay for 96 SNPs and 96 Custom design SNP KASPar Assay for 96 SNPs and
EGI-NGS-BI153 Genotyping in 96 samples on | Samples Genotyping in 96 samples SNP Clustering and Reporting 6,85,200
Biomark platform
*Taxes extra as applicable. PAGE [27
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NGS Bioinformatics Analysis

: Catalogue
Service : : e
EGI Cat No. o Deliverables
Descriptions S8
Custom design KASPar SNP 17
NS Assay for96 SNPs and Custom design SNP KASPar Assay for 96 SNPs and
EGI-NGS-BI154 Genotyping in 172 samples on Samples Genotyping in 172 samples SNP Clustering and Reporting 11,1140
Biomark platform
Custom design KASPar SNP
Assay for 96 SNPs and 288 Custom design SNP KASPar Assay for 96 SNPs and
EGI-NGS-BIT55 | Genotyping in 288 samples on | Samples Genotyping in 288 samples SNP Clustering and Reporting 15,42,200
Biomark platform
Custom design KASPar SNP 17
Assay for 172 SNPs and Custom design SNP KASPar Assay for 172 SNPs and
EGI-NGS-BI156 Genotyping in 172 samples Samples Genotyping in 172 samples SNP Clustering and Reporting 17,37,500
on Biomark platform
Custom design KASPar SNP
Assay for 172 SNPs and 288 Custom design SNP KASPar Assay for 172 SNPs and
EGI-NGS-BI157 Genotyping in 288 samples on | Samples Genotyping in 288 samples SNP Clustering and Reporting 25,97,500
Biomark platform
Custom design KASPar SNP
Assay for 384 SNPs and 384 Custom design SNP KASPar Assay for 384 SNPs and
EGI-NGS-BI158 Genotyping in 384 samples on Samples Genotyping in 384 samples SNP Clustering and Reporting 53,30,000
Biomark platform

DATA HDD

: Catalogue
Service : o
EGI Cat No. o Deliverables Unit Price
Descriptions
%)
500 GB Hard Disk Drive
of 1No 500 GB Hard Disk Drive of Segate or Toshiba or
EGI-NGS-BI159 Segate or Toshiba or Standard Standard Brand for NGS Data Transfer to Customer 5,000
Brand for NGS Data Transfer to
Customer
1TB Hard Disk Drive of Segate
or Toshiba or Standard Brand 1No 1TB Hard Disk Drive of Segate or Toshiba or Standard
EGI-NGS-8I160 for NGS Data Transfer to Brand for NGS Data Transfer to Customer 8,000
Customer
*Taxes extra as applicable.
PAGE |28
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MICROARRAY SERVICES

‘ DNA ANALYSIS
EGI Cat No. AFFYMETRIX SENES >10
EGI-NGS-BI161 [ Human SNP 6.0 1 58,820 56,440 54,910 54,910 54,230 54,230 52,360 49,640
EGI-NGS-BI162 | CytoScanHD 1 80,750 78,370 76,670 76,670 75,990 75,990 73,950 71,060
‘ EGI Cat No. ILLUMINA Samples >10 24 48 64 96 192 Y(9) 960
per Arra

EGI-NGS-BI163 | HumanCore 12 N.A 35,020 33,320 27,880 27,880 25,330 22,610 20,910
EGI-NGS-BI164 | HumanCoreExome 12 N.A 52,700 50,830 45,560 45,560 43,010 40,290 38,420
EGI-NGS-BI165 | HumanOmniExpress 12 N.A 52,700 50,830 45,560 45,560 43,010 40,290 38,420
EGI-NGS-BI166 | HumanOmniExpressExom 12 N.A 57,800 56,270 50,490 50,490 47,940 45,560 43,860
EGI-NGS-BI167 | HumanOmni2.5 8 N.A 64,600 63,070 57,290 57,290 54,740 52,190 50,660
EGI-NGS-BI168 | HumanOmni5 4 N.A 90,440 88,740 83,470 83,470 80,750 79,050 77,180

EGI Cat No.

RNA ANALYSIS

AFFYMETRIX*

SEWTES

>10

PRICE (3 ) PER SAMPLE FOR SAMPLE NUMBERS

EGI-NGS-BI169

Human HG U133 2.0 1 105,230 | 105,230 | 101,150 [ 97,070 | 94,180 | 94,180 | 89,930 89,930

EGI-NGS-BI170 | Mouse MG 430 2.0 1 105,230 | 105,230 | 101,150 [ 97,070 | 94,180 | 94,180 | 89,930 89,930
EGI-NGS-BI171 | RatRG 23020 1 105,230 | 105,230 | 101,150 [ 97,070 | 94,180 | 94,180 | 89,930 89,930
EGI-NGS-BI172 | HumanGene 2.0 ST 1 92,140 | 92,140 | 88,060 | 83980 | 80750 | 80,750 | 76,500 76,500
EGI-NGS-BI173 | MouseGene 2.0 ST 1 92,140 | 92,140 | 88,060 | 83980 | 80750 | 80,750 | 76,500 76,500
EGI-NGS-BI174 | RatGene 2.0 ST 1 92,140 | 92,140 | 88,060 | 83980 [ 80750 | 80,750 | 76,500 76,500
EGI-NGS-BI175 | Human Transcriptome Array 1 115,430 | 115,430 111,350 107,100 104,550 104,550 | 100,300 100,300
EGI-NGS-BI176 | miRNA 3.0 array 1 49980 | 49,980 | 48450 | 48450 | 48790 | 48790 | 48790 48,790
EGI-NGS-BI177 | HumanGene 2.1ST* 16+24+96 | 63,240 | 60,180 | 60,180 | 57,460 | 56,950 | 56,950 | 56,100 56,100
EGI-NGS-BI178 | MouseGene 2.1 ST* 16+24+96 | 63240 | 60,180 | 60,180 | 57,460 | 56950 | 56950 | 56,100 56,100
EGI-NGS-BI179 | RatGene 2.1ST* 16+24+96 | 63240 | 60,180 | 60,180 | 57,460 | 56,950 | 56950 | 56,100 56,100
EGI-NGS-BI180 | Human U219 60,350 | 59,840 | 58650 | 55420 | 53,720 | 53,720 | 52,870 52,870

EGI Cat No. ILLUMINA Samples 10 24 48 64 96 192 576
EGI-NGS-BI181 Human HT-12 12 48960 | 39440 | 36,040 | 36,040 | 32470 | 30,770 | 29,070 29,070
EGI-NGS-BI182 |  Mouse WG-6 6 58310 | 48,790 | 45390 | 45390 | 41,820 | 40,120 | 38420 38,420
EGI-NGS-BI183 |  Mouse Ref-8 8 51,680 | 42,160 | 38,760 | 38,760 | 35190 | 33490 [ 31,790 31,790

EGI Cat No. AGILENT REEEES PRICE (%
EGI-NGS-BI184 Custom 8x60k 8 45,000
EGI-NGS-BI185 Custom 8x15k 8 35,000
EGI-NGS-BI186 Custom 2x400k 2 70,000
EGI-NGS-BI187 Custom 1x1M 1 90,000

*Taxes extra as applicable. PAGE |29
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MICROARRAY SERVICES

EGI Cat No. Services Price (X )
EGI-NGS-BI188 Sample QC, Labeling, Hybridization, and Scan 30,000/sample
EGI-NGS-BI189 Hybridization and Scan only 12,000/slide
EGI-NGS-BI190 Scan only 6,000/slide
EGI-NGS-BI191 Custom SNP Genotyping (per 96-well plate) 36,4000

Human cell line Authentication services

EGI Cat No. Services Price (X )
EGI-NGS-BI192 Cell Line-Basic Service 1-2 sample 12,920/sample
EGI-NGS-BI193 Cell Line-Basic Service 3-10 sample 11,560/sample
EGI-NGS-BI194 Cell Line-Basic Service >/=11 sample 9,520/sample
EGI-NGS-BI195 DNA extraction from cell pellets 680/sample
EGI-NGS-BI196 DNA profile comparison with database 4,760/sample

*Taxes extra as applicable. PAGE |30
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Sanger Sequencing

Catalogue
EGI Cat No. Services Re(ij?rg]rr?éﬁts Description Unit Price
DNA Isolation | Sm! EDTA blood 25y of high
of , . . mol wt gDNA in
EGI-DS-001 Plant, animal, | 500mg of tissue, ?(IaDl\:)Anlsolatlon and agarose gel AC per sample TE buffer/ 1,000
microbes. soil pure culture on P nulclease free
FFP & blood slants/ plate/ water
gDNA . .
EGI-DS-002 to gDNA Vol. 20ul | PCR product generation upto 2 kb per Amplicon 500
ampli;z‘% upto @ 50-ng/pl from gDNA/ mtDNA amplicon sizing report
Tissue 500-1000 : : PP .
: gDNA isolation, amplification and per Amplicon
EGI-DS-003 ampliécc))n upto ir::g tissue agarose gel QC report amplicon sizing report 1,500
2kb Ethanol
EGI-DS-004 Cutlgjre Stab/ Culture enrichment, gDNA isolation, per Amplicon 1500
e amplicon upto Glycerol stock | PCR product generation upto 2 kb amplicon sizing report ,
2kb
. . . 800 base
) 504 Single pass sequencing of amplicon .
EGI-DS-005 S'"lg'e Pa;s of with BigDye® Terminator v3.1 chem- per FZZ?'xenc: n y 500
amplicon Seq amplicon DNA | istry amplicon of datlan
@ 50ng/pl -pdi data
Single P 50, of ; ; i wi per ssgl?ez?:zein
EGI-DS-006 Pl;nsgmei:d g:: plasmid DNA g[ngDIe [(J;?_s sequencmg ?g:}aswd with plasmid FASTA. abi and 500
igDye® Terminator v3.1 Chemist -
@ 200ng/! el v .pdf data
800 base forward
diracti 50l Bi-directional single pass sequencing &800 base
Bi-directional er
EGI-DS-007 | 5rnlicon Seg of of amplicon with BigDye® Terminator amEIicon Teverse sequence 1,000
amplicon DNA [ v3.1 Chemistry in FASTA, .abi and
@ 50ng/pl .pdf data
G : 800 base forward
o . Bi-directional sanger plasmid of
Bi-directional | SOu! ofplasmid . - per  |& 800 base reverse
EGI-DS-008 Plasmid Seq DNA @ 200ng/y plasm[d with BigDye® Terminator v3.1 lasmid | sequence in FASTA, 1,000
chemistry .
.abi and .pdf data
30ul QIAquick® column based purification of
Purification of amplicon and single pass sequencing of ; 800 base sequence
EGI-DS-009 - unpurified | amplicon with BigDye® Terminator v3.1 ampﬁcon in FASTA, .abi and 8,00
Single Pass amplicon @ chemistry P .pdf data
amplicon Seq 50ng/pl
QIAquick® column based purification 800 base forward
Purification+ 30p of amplicon and bi- directional & 800 base
EGI-DS-010 Bi-directional Of_f_ sequencing of amplicon with BigDye® per reverse sequence 1,300
amplicon Seq unplgrl ied Terminator v3.1 chemistry amplicon | FASTA, abi and
amplicon @ pdf data
50ng/pl
*Taxes extra as applicable. PAGE [31
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Catalogue
EGI Cat No. Services Re(ilz?rrennﬁ)(le?}ts Description Deliverables Unit Price
gDNA isolation, QC, PCR product 800&b;10s; L(;rsvgard
Culture generation upto 1.5 kb, QIAquick® gel/ '
EGI-DS-011 to Plgr? Culture column based purification of amplicon per t:)evzrr:’at&e 9132 fk"tl) 3.000
-DS- amplicon bii slants/plate/ and. bi-dill'ecti(.)nal seque.ncing of | amplicon gconsensﬁs )
directional seq broth, tissue 2:5::1cigrt1ryW|th BigDye® Terminator v3.1 sequence in FASTA,
.abi and .pdf data
. One pair Primer synthesis, single pass 800 base forward
Primer & Single 30pt of purified | sequencing of amplicon  with per or 800 base
EGI-DS-012 Pass PCR Seq amplicon @ BigDye® Terminator v3.1 Chemistry amplicon | feverse sequence 1,600
50ng/pl in FASTA, .abi and
.pdf data
o One pair primer synthesis, QlAquick® 800 base forward
rimer 3ol gel/ column based purification of 800 b
3 of i o . per or ase
EGI-DS-013 e - amplicon and single pass sequencing - reverse sequence 1,900
Purification & unpurified of amplicon with BigDye® Terminator amplicon | i FASTA b
Single Pass amplicon @ v3.1 Chemistry and pdf data
PCR Seq 50ng/ul
_ One pair primer synthesis, QIAquick® 800 base forward
Prléner 30l gel/ column based purification of & 800 base
& of amplicon and bi-directional per reverse sequence
EGI-DS-014 P.urllflcatllon & unpurified sequencing of amplicon with BigDye® | amplicon in FASTAq, abi 2,350
bl-gggcstl;nal amp(;licon @ Terminator v3.1 Chemistry and .pdf data
50ng/pl
fi
Purification 30l QIAquick® gel/ column based SO%rb ggg b(;r;néard
na. & of purification of amplicon and single per
EGI-DS-015 Single P unpurified pass sequencing of amplicon with amplicon foverse sequerce 1,200
T s li BigDye® Terminator v3.1 Chemist in FASTA, .abi
PCR Seq arg%:]c;/r:”@ guy : y and .pdf data
Blood! tissue/ whole blood gDNA  isolation, PCR product Sequencing data,
A generation upto 2 kb with 3 reactions
culture to 2-3mlin EDTA ) ) 1 concensus sequence
EGI-DS-016 PCR Seq for | viall 100-500mg and single pass sequencing of 1 i tion for 1 3,200
1 tissue/ slant amplicon with BigDye® Terminator amplicon | prepara llpn or
amplicon- 2 kb v3.1 Chemistry ampiieon
Blood/ tissue/ whole blood gDNA isolation, PCR product Sequencing data,
culture to PCR 2-3mlin EDTA generation upto 2 kb with 9 reactions 3 concensus
EGI-DS-017 Seq for 3 viall 100-500m and single pass sequencing of 3 molicon sequence 9,200
amplicons- tissue/ sIantg amplicons with BigDye® Terminator ampiico preparation for 3
2 kb each v3.1 Chemistry amplicon
Blood/ tissue/ whole blood gDNA isolation, PCR product generation Sequencing data,
culture to PCR | 9.3 in EDTA upto 2 kb with 12 reactions and single ' concensus
EGI-DS-018 Seq for 4 vial/ 100-500mg | pass sequencing of 4 amplicons with f sequence 11,000
amplicons- 2 kb tissue/ slant BigDye Terminator v3.1 Chemistry ampiicon preparation for 4
each amplicon
*Taxes extra as applicable. PAGE [32
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. Sample . _ Catalogue
EGI Cat No. Services Requirements Description Deliverables Um(tgp)nce
Blood! tissue/ whole blood gDNA isolation, PCR product Sequencing data,
culture to 2-3ml in EDTA generation upto 2 kb with 15 concensus
EGI-DS-019 PCR Seq for vial/ reactions and single pass sequencing 5. sequence 12,500
5 amplicons- 100-500mg of 5 amplicons with BigDye® amplicon preparation for 5
2 kb each tissue/ slant Terminator v3.1 Chemistry amplicons
Blood!/ tissue/ whole blood gDNA isolation, PCR product Sequencing data,
culture to PCR | 2-3ml in EDTA generation upto 2 kb with 18 6 concensus
EGI-DS-020 Seq for 6 vial/ reactions and single pass sequencing i sequence 14,000
amplicon- 2 kb 100-500mg of 6 amplicons with  BigDye® ampiicon preparation for 6
each tissue/ slant Terminator v3.1 Chemistry amplicons
Plasmid insert Culture propagation,  plasmid DNA Insert
single Pure culture on isolation, msert DNA qmphﬂcatlon consensus
EGI-DS-021 _directional slant/ plate/ upto 3 kb, single- directional sanger per sample sequence, 3,500
seq upto 3kb broth sequencing of plasmid with BigDye® FASTA, .abi
Terminator v3.1 Chemistry and .pdf data

Primer walking

' . ‘ Cat‘alog‘ue
EGI Cat No. Services Requirements Description Deliverables Unl(t?P)rlce
200pl Vol. and 5000 b
. p
_single 200ng/pl of single-directional ~ sequencing  of consensus
EGI-DS-022 directional plasmid §ample amplicon with BigDye® Terminator per base sequence in 5/ base
upto 5 kb and primer v3.1 cycle sequencing chemistry FASTA, .abi and
from plasmid sequence of pdf data
forward primer
) gDNA isolation, QC, primer designing
single Pure sample and synthesis, PCR product 800&b;§63 ggggard
directional and prlmerf generation upto 5 kb from QlAquick® reverse, & gap fil
upto 5 kbfrom | Sequence o gell column based purification of ’
EGI-DS-023 | ojtyre [plant/ forward primer | amplicon and single- directional per base | fo generate upto 5 | g/ base
. ; . X . kb consensus
/ animals / sequencing sequencing ofamplicon with BigDye® sequence in FASTA
information Terminator v3.1  cycle sequencing u ’
blood r .abi and .pdf data
chemistry
gDNA  isolation, QC, primer 800 base forward
bi-directional Pure sample designing and synthesis, ~ PCR & 800 base
upto 5 Kbfrom and P”meff product generation upto 5 kb from reverse, & gap fill
culture /plant/ sequence o QlAquick® gel/ column based to generate upto
EGI-DS-024 | animzls / forward primer | purification of amplicon and bii per base 5 kb consensus 17/ base
blood sequencing directional sequencing of amplicon sequence in
information with BigDye® Terminator v3.1 cycle FASTA, .abi and
sequencing chemistry .pdf data
*Taxes extra as applicable. PAGE |33
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Ready to Run Sequencing tube/ plate

Catalogue
. Sample e ] Py
EGI Cat No. Services Requirements Description Deliverables Unit Price
Purified cycle upto 800 base
Ready to run ; Hi-Di formamide addition (optional) sequence in
-DS- t g .
EGI-DS-025 tube sed FiLot?: cin and data capturing on ABI 3730xI per tube FASTA, .abi 220
and .pdf data
Readytorun | Purifiedcycle | i pi formamide addition (optional), | per uplo 800 base
EGI-DS-026 | 96 well plate seq product in and data capturing on ABI 3730xI 96 sequence n | 19,200
plate well .abi and .pdf data
plate
ifi to 800 base
Ready to run Purified cycle Hi-Di formamide addition (optional) per upto &1
EGI-DS-027 seq product in - ' sequence in FASTA, | 73,000
384 well plate q I;))Iate and data capturing on ABI 3730xI gg?e abi and .pdf data

Gel based Microsatellite Genotyping

: Sample " ; Catalogue
EGI Cat No. Services Requirements Description Deliverables Unit Price
Microsatellite gDNA isolation, 1 pair Microsat
Genotyping (1 Tissue 500mg, primer synthesis (optional), 24 24 )
EGI-DS-028 marker & 24 blood 5ml amplicon generation , agarose gel amplicons Compiled repart 26,640
samples) profiling of amplicons.
MicrosatelliteG gDNA isolation, 1 pair Microsat
enotyping (1 Tissue 500mg, primer synthesis (optional), 48 48 .
EGI-DS-029 marker & 48 blood 5ml amplicon generation , agarose gel amplicons Compiled report 53,280
samples) profiling of amplicons.
Microsatellite gDNA isolation, 1 pair Microsat primer
Genotyping (1 Tissue 500mg, synthesis (optional), 96 amplicon 96 )
EGI-DS-030 marker & 96 blood 5ml generation , agarose gel profiling of | amplicons Compiled report | 1,06,560
samples) amplicons.
Microsatellite gDNA isolation, 2 pair Microsat primer
Genotyping (2 Tissue 500mg, synthesis (optional), 48 amplicon 48 )
EGI-DS-031 markers & 24 blood 5ml generation , agarose gel profiling of | amplicons Compiled report | 29,280
samples) amplicons.
Microsatellite gDNA isolation, 2 pair Microsat
Genotyping (2 Tissue 500mg, primer synthesis (optional), 96 96 .
EGI-DS-032 markers & 48 blood 5m amplicon generation , agarose gel amplicons Compiled report | 58,560
samples) profiling of amplicons.
Microsatellite gDNA isolation, 2 pair Microsat primer
Genotyping (2 Tissue 500mg, synthesis (optional), 192 amplicon 192 .
EGI-DS-033 markers & 96 blood 5ml generation , agarose gel profiling of | amplicons Compiled report | 1,17,120
samples amplicons.
*Taxes extra as applicable. PAGE |34
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Gel based Microsatellite Genotyping

EGI Cat No.

Services

Sample
Requirements

Description

Deliverables

Catalogue
Unit Price

Microsatellite

gDNA isolation, 4 pair Microsat

Genotyping (4 Tissue 500mg, primer synthesis (optional), 96 96 .
EGI-DS-034 | markers & 24 blood 5ml amplicon generation , agarose gel | amplicons Compiled report | 34,560
samples) profiling of amplicons.
Microsatellite gDNA isolation, 4 pair Microsat
Genotyping (4 Tissue 500mg, primer synthesis (optional), 192 192 )
EGI-DS-035 | markers & 48 blood 5ml amplicon generation , agarose gel | amplicons Compiled report | 69,120
samples) profiling of amplicons.
Microsatellite gDNA isolation, 4 pair Microsat
Genotyping (4 | Tissue 500mg, primer synthesis (optional), 384 384 .
EGI-DS-036 | arkers & 96 blood 5ml amplicon generation , agarose gel amplicons Compiled report | 1,38,240
samples) profiling of amplicons.
Microsatellite gDNA isolation, 8 pair Microsat
Genotyping (8 | Tissue 500mg, primer synthesis (optional), 192 192 .
EGI-DS-037 markers & 24 blood 5ml amplicon generation , agarose gel amplicons Compiled report | 45,120
samples) profiling of amplicons.
Microsatellite gDNA isolation, 8 pair Microsat
Genotyping (8 Tissue 500mg, primer synthesis (optional), 384 384 .
EGI-DS-038 markers & blood 5ml amplicon generation , agarose gel | amplicons Compiled report | - 90,240
48samples) profiling of amplicons.
Microsatellite gDNA isolation, 8 pair Microsat primer
Genotyping (8 Tissue 500mg, synthesis (optional), 768 amplicon 768 )
EGIDS-039 | markers&9 | blood5ml | generation , agarose gel profiing of | amplicons | COMPUed report | 180,480
samples) amplicons.
Microsatellite gDNA isolation, 12 pair Microsat
Genotyping (12 | Tissue 500mg, primgr synthesis. (optional), 288 288 .
EGIDS-040 |~ ers & 24 blood 5ml amplicon generation , agarose gel | amplicons | COMPied report | 55,680
samples) profiling of amplicons.
Microsatellite gDNA isolation, 12 pair Microsat
Genotyping (12 | Tissue 500mg, primer synthesis (optional), 576 576 .
EGI-DS-041 markers & 48 blood 5ml amplicon generation , agarose gel | amplicons Compiled report | 1,11,360
samples) profiling of amplicons.
Microsatellite gDNA isolation, 12 pair Microsat
Genotyping (12 |  Tissue 500mg, primer synthesis (optional), 1152 1152 .
EGI-DS-042 | 1arkers & 96 blood 5ml amplicon generation , agarose gel [ amplicons Compiled report | 2,22,720
samples) profiling of amplicons.
*Taxes extra as applicable. PAGE [35
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Fragment Analysis/ Microsatellite Genotyping-'.ABoﬁ (oXlemoe”

Ready to Run

. Sample . _ Cat_alog_ue
EGI Cat No. Services Reguirements Description Deliverables Unit Price
ABI 3730xI Totst/prpclessfe;d Addition of Hi-Di  formamide, 12 fsafile data
EGI-DS-043 iA/gSGPFfefdy platel vials SC(:{ Denaturation, capillary electrophoresis | & 10,000
ORunrilates | sequencing F on ABI 3730xI, analysis on GeneMapper samples GeneMapper
12 samples amplification output file
FAA/TAng;OXl Post prpcessed Addition  of Hi-Di  formamide, fsafile data
eady | plate/ vials after . . - 24
EGI-DS-044 ) Denaturation, capillary electrophoresis & 12,000
to Run Plates | sequencing PCR samples
I on ABI 3730xI, analysis on GeneMapper GeneMapper
24 samples amplification output file
ABI 3730x | Postprocessed | aggition of Hi-Di  formamide, fsa file data
EGI-DS-045 FAMSG Ready | plate/ wgls after Denaturation, capillary electrophoresis 48 & 16.000
ncing PCR : | ’
toRun Plates | sequencing k on ABI 3730xI, analysis on GeneMapper samples GeneMapper
48 samples amplification output file
i :\/ﬂsggoxg F|’°5t /pr,"clessfed Additon of Hi-Di  formamide, fsafie data
EGI-DS-046 cady | plate/ vials after | pepatyration, capillary ~electrophoresis 9 & 20,000
to Run Plates sequencing PCR samples '
quencing * on ABI 3730xI, analysis on GeneMapper P GeneMapper
96 samples amplification output file

Uniplex genotyping

Catalogue
EGI Cat No. Services Reiii?;?r:snts Description Deliverables Unit Price
- :\/3'8363@(" PCR amplification, Addition of Hi-Di
nipiex f ide, Denaturation, capilla
k gDNA, Vol. 20y, ormamide, Denaturation, pillary .
EGI-DS-047 Genotyping @ 100 g/l electrophoresis on ABI 3730xI, analysis 24 samples | Compiled report 45,000
(21421::1‘:{68) on GeneMapper
FA'?,\BAISaZJsQX: gDNA PCR amplification, Addition of Hi-Di
.nlpex Vol ’ formamide, Denaturation, capillary .
EGI-DS-048 Genotyping (1 ol. . 48 samples | Compiled report 78,000
e 48 204, @ 100 electrophoresis on ABI 3730xI,
marker W, analysis on GeneMapper
samples) ng/pl
FQ;‘;’G?}?;‘ILX PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20ul, | formamide, Denaturation, capillary )
EGI-DS-049 Genotipmgzm @ 100 ng/yl electrophoresis on ABI 3730, analysis 72 samples | Compiled report | 1,17,000
?:;1;;8) on GeneMapper
- 23'836?]?;'“ PCR amplification, Addition of Hi-Di
8 gDNA, Vol. 20pl, formamide, Denaturation, capillary .
EGI-DS-050 Genotyping (1 @ 100 ng/pl electrophoresis on ABI 3730x, analysis 96 samples | Compiled report | 1,56,000
r::rzlw(;reg? on GeneMapper
FQI\B/||S3ZJ3(')XI| PCR amplification, Addition of Hi-Di
£GIDS051 | Genoping (2 | PO VO 20K | formamide, Denaturation, capillary | 1y e onied repon | 45,000
enokyplng1 é @ 100 ng/pl electrophoresis on ABI 3730xI, analysis P P P ’
n;zrm(;?es) on GeneMapper
*Taxes extra as applicable. PAGE |36
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Fragment Analysis/ Microsatellite

Genotyping- “AB

Catalogue
EGI Cat No. Services Resqii?;ﬁ::nts Description Deliverables Unit Price
- NAa|S3ZJ?1?;Lx PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20y, formamide, Denaturation, capillary .
EGI-DS-052 Geno}(ypln%f @ 100 ng/yl electrophoresis on  ABI  3730x], 24 samples | Compiled report 66,400
Zgrm%rlse ) analysis on GeneMapper
- 23'836?]?;'“ PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20pl, formamide, Denaturation, capillary .
EGI-DS-053 GenoLyplngig @ 100 ng/pl electrophoresis on ABI  3730x], 48 samples | Compiled report | 1,32,000
Zgrmirlz ) analysis on GeneMapper
ABI 3730xI PCR amplification, Addition of Hi-Di
- I;A/M? Uplple; gDNA, Vol. 2041, formamide, Denaturation, capillary _
GI-DS-054 enotyping ( @ 100 g/l electrophoresis on ABI 3730xI, analysis | 72 samples | Compiled report | 1,66,000
markerls 7)2 on GeneMapper
samples
ABI 3730xI PCR amplification, Addition of Hi-Di
FA/MS Uniplex gDNA, Vol. 20y, formamide, Denaturation, capillary '
EGI-DS-055 Genotyping (2 @ 100 ng/ul electrophoresis on ABI 3730x|, analysis |96 samples | Compiled report | 2,40,000
markerls 9)6 on GeneMapper
samples
- Qﬁ'ssﬂi?;ﬁ!x PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20y, formamide, Denaturation, capillary )
EGI-DS-056 Genotyping (3 @ 100 ngil electrophoresis on  ABI 3730, 8samples | Compiled report | 46,000
markelrs ’)3 analysis on GeneMapper
samples
FSI\BIIISSZJ::I?[):ILX PCR amplification, Addition of Hi-Di
. DNA, Vol. 20y, formamide, Denaturation, capillary .
EGI-DS-057 G;r;c;:ér;?% 2(3 9 100 ng/:lll electrophoresis on ABI 3730xI, | 12samples | Compiled report | 69,000
samples) analysis on GeneMapper
FQI\B/:SSZJ?]?;):ILX PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20pl, formamide, Denaturation, capillary .
EGI-DS-058 G;nac;tkygsn%4(3 @ 100 ng/l electrophoresis on  ABI 3730l 24 samples | Compiled report | 1,38,000
samples) analysis on GeneMapper
F Ql\Blllsaai?[))(llex PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20pl, formamide, Denaturation, capillary .
EGI-DS-059 G:qr;c;lt(y;lgai(f @ 100 ng/yl clectrophoresis on  ABI 3730, 48 samples | Compiled report | 2,76,000
samples) analysis on GeneMapper
FQI\B/:SSZJ?}?XILX PCR amplification, Addition of Hi-Di
EGI-DS-060 Genot inp 3 gDNA, Vol. 20pl, formamide, Denaturation, capillary 79 | c iled 414.000
g kyp 972( @ 100 ng/pl electrophoresis on ABI 3730xI, analysis samples | - Compiled report | 4,14,
n;:rmi)rlse ) on GeneMapper
E A/Al?lllssai(i)xllex PCR amplification, Addition of Hi-Di
EGLDS061 | Genoyping (3 | O0NA VoL 20H | formamide, Denaturation, capillary | g¢ ooy o | g oo
e kyp %é @ 100 ng/pl electrophoresis on ABI  3730xl, sampies priec rep e
n;:rm?)rIZs) analysis on GeneMapper
*Taxes extra as applicable.
*Eurofins Genomics India Pvt Ltd reserves the righttoadd ordiscontinue item without prior notice. PAGE |37
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Fragment Analysis/ Microsatellite Genotyping- 'KBT %73

EGI Cat No.

Services

Sample
Requirements

Description

Deliverables

Catalogue
Unit Price

- Qﬁ'gﬁ?&'ex PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20ul, | formamide, Denaturation, capillary .
EGI-DS-062 Gegglerr;gfsﬁ @ 100 ng/ul electrophoresis on ABI 3730x, 6samples | Compiled report 41,000
samples) analysis on GeneMapper
- 33‘836?1?;'6)( PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20yl formamide, Denaturation, capillary .
EGI-DS-063 G;r;c;}(ye;;?%M @ 100 ng/l electrophoresis on  ABI 3730, 12 samples | Compiled report 82,000
samples) analysis on GeneMapper
- 33‘836?1?;'6)( PCR amplification, Addition of Hi-Di
: gDNA, Vol. 20pl, formamide, Denaturation, capillary )
EGI-DS-064 Gemnac;E/g:% 4(4 @ 100 ng/l electrophoresis on  ABI  3730x] 24 samples | Compiled report | 1,64,000
samples) analysis on GeneMapper
ABI 3730x] PCR amplification, Addition of Hi-Di
FAIMS Uniplex | onna o, 20y, | formamide, Denaturation, capillary _
EGI-DS-065 Genotyping (4 @ 100 ng/l electrophoresis on ABI 3730xI, [48samples| Compiled report | 3,28,000
Qgrrlr(glse :)8 analysis on GeneMapper
ABI 3730xI o N o
FAMS Uniplex PCR amplification, Addition of Hi-Di
na. Genotyping (4 | 9DNA,Vol.20ul, | formamide, Denaturation, capillary .
EGI-DS-066 markers 72 @ 100 g/l electrophoresis on  ABI 3730l 72 samples | Compiled report | 4,92,000
samples) analysis on GeneMapper
- 23'8363@(" PCR amplification, Addition of Hi-Di
NIPIEX | gDNA, Vol. 20, | formamide, Denaturation, capillary .
EGI-DS-067 Geno}(ypm%é4 @ 100 ng/il electrophoresis on ABI  3730x, 96 samples | Compiled report | 6,56,000
n;:rm(:)rlse ) analysis on GeneMapper

Multiplex genotyping

* Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

Catalogue
EGI Cat No. Services Reqsu?r?rr?(le?\ts Description Deliverables Unit Pgr’ice
ABI 3730x] Two pair primer synthesis(2 labeled
MFL;LI\t/iMsz gDNA, Vol. 20y 2 .L_mlabled),PCR ‘ amplificat.ion,
EGI-DS-068 G P ) @ 10bn ul " | Addition . of Hi-Di formamlde, 72 samples | Compiled report | 1,65,000
enotyping ( g Denaturation, capillary
markers 72 electrophoresis  on ABI 3730xl,
samples) analysis on GeneMapper
ABI 3730xI Two pair primer synthesis(2 labeled
FA/MS Multiplex gDNA, Vol. 20y, 2 L_J_nlabled), PC_)R_ amplificat?on,
EGI-DS-069 | Genotyping (2 @ 100 ng/l Addition  of  Hi-Di  formamide, |96samples | Compiled report | 2,10,000
markers 96 Denaturation, capillary electrophoresis
samples) on ABI 3730xl, analysis on
GeneMapper
*Taxes extra as applicable. PAGE |38
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SNPs Detection- SNaP shot based

Catalogue
. Sample - ; s
EGI Cat No. Services Reguirements Description Deliverables Unit Price
NaP shot i
S akits ° 20-50 ng/pul SNaP  Shot assay, Capillary &%rg?:ﬁ]d r%p’\?;
EGI-DS-070 based method sample and electrophoresis on ABI 3730xl, Analysis | 32 sample list withgminor 27,200
10 SNP in 12 SNP details using Gene Mapper software allelic frequency
samples
SNaP shot . Compiled report
kit 20-50 ng/pl SNaP  Shot assay, Capillary contaFi)ning Spr
EGI-DS-071 based method sample and electrophoresis on ABI 3730xl, Analysis | 48 sample list with minor 40,800
10 SNP in 24 SNP details | using Gene Mapper software allelic frequency
samples

SNPs Detection- Sanger based

Catalogue
EGI Cat No. Services Reqii?rr?é?ﬂs Description Deliverables Unit Price
gDNA isolation, PCR product generation )
One SNP whole blood upto 2 kb sequencing with BigDye® Sequencing data,
form Blood/ 2-3ml in EDTA | Terminator v3.1 cycle sequencing concensus s<te_quence
EGI-DS-072 tissue/ vial/ chemistry 1 sample p:;zp;apﬁ glotg’ 4,200
culture 100-500mg reference,1 SNP
tissue/ slant scoring
Two SNP whole blood | 9DNA isolation, PCR product generation Sequencing data,
form Blood/ 2-3ml in EDTA upto 2 kb sequencing of 2 amplicons concz:gsisras‘ttaiqounence
EGI-DS-073 tissue/ vial/ with BigDye® Terminator v3.1 cycle | 2samples 'fna?,ping to 8,700
culture 100.500,“9 sequencing chemistry reference, 2 SNP
tissue/ slant scoring
Thee SNP whole blood gDNA isolation, PCR product generation Sequencing data,
. reeBl 3 2-3mlin EDTA | upto 2 kb with 9 reactions and single concinsusrs?gu:nce
EGDS-074 | 0% vial/ pass sequencing of 3 amplicons with | 3samples [ P°PEE % | 10,000
clsﬁu?e 100-500mg BigDye® Terminator v3.1 cycle refereﬁse gSNP
uitu tissue/ slant sequencing chemistry scoring
Four SNP whole blood gDNA isolation, PCR product generation SSequencing data,
form Blood/ 2-3ml in EDTA upto 2 kb with 12 reactions and single concensus s?quence
EGI-DS-075 tissue/ vial/ pass sequencing of 4 amplicons with | 4samples L;r]tzpari?] |otr;, 12,000
culture 100-500mg BigDye® Terminator v3.1 cycle refereﬂf:)e ESNP
tissue/ slant sequencing chemistry scoring
Five SNP whole blood | 9DNA isolation, PCR product generation Sequencing data,
form Blood/ 2.3mlin EDTA | upto 2 kb with 15 reactions and single concensus s?guence
EGI-DS-076 tissue/ vial/ pass sequencing of 5 amplicons with | 5samples [:rr](;pari?] 'Otg’ 14,000
culture 100-500mg BigDye® ~Terminator  v3.1  cycle refereﬁf:)e gSNP
tissue/ slant sequencing Chemlstry scoring
Six SNP whole blood gDNA isolation, PCR product generation Sequencing data,
forrg(BIood/ 2.3mlin EDTA | upto 2 kb with 18 reactions and single concensus sequence
EGIDS-077 | yesuel vial/ pass sequencing of 6 amplicons with| 6samples | PPN | 4,00
N 100-500mg BigDye® Terminator v3.1 cycle mapping to
culture tissue/ slant sequencing chemistry reference, 6 SNP
scoring
*Taxes extra as applicable. PAGE |39

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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Gene expression gRT-PCR

EGI Cat No. Services ngple Description Deliverables %?ﬁlg?iiz
‘ Requirements ®)
Primer Design (optional), 4 primer
zLiR;Mgée?; Pure Culture synthesis, 4 RNA isolation, 4 RNA gel 4 Gene' expression
EGI-DS-078 enes. 4 on QC, 4 cDNA prep, primer efficiency data boint compiled report, | 52,800
gam | ' slants/plate/ calculation, gene expression analysis P 24 data point
ples) broth, tissue
Primer Design (optional), 4 primer
%BTR;MCGFT?; Pure Cultre | synthesis, 8 RNA isolation, 8 RNA gel | .| Gene expression
EGI-DS-079 genes, 8 on QC, 8 cDNA prep, primer efficiency data point compiled report, | 1,05,600
sample’s) slants/plate/ calculation, gene expression analysis 48 data point
broth, tissue
Primer Design (optional), 6 primer
zgiR;MgFrze?; Pure Culture synthesis, 4 RNA isolation, 4 RNA gel 36 Gene.expression
EGI-DS-080 genes, 4 on QC, 4 cDNA prep, primer efficiency data boint compiled report, {79,200
samplés) slants/plate/ calculation, gene expression analysis P 48 data point
broth, tissue
SYBRwGreen Primer . Design (thior]al), 6 primer ‘
GRT-PCR (3 Pure Culture synthesis, 8 RNA |solat!on, 8 RNA gel 7 Gene expression
EGI-DS-081 genes, 8 on QcC, 8 .cDNA prep, primer efﬂmgncy data point compiled report, | 1,58,400
samples) slants/plate/ calculation, gene expression analysis p 72 data point
broth, tissue
SYBRwGreen Primer Design (optional), 8 primer .
qRT-PCR (4 Pure Culture synthesis, 4 RNA isolation, 4 RNA gel 48 Gene' expression
EGI-DS-082 genes, 4 on QC, 4 cDNA prep, primer efficiency data point compiled report, | 1,05,600
samples) slants/plate/ | calculation, gene expression analysis 48 data point
broth, tissue
Primer Design (optional), 8 primer
?&R;fée?: Pure Culture synthesis, 8 RNA isolation, 8 RNA gel 9% Gene expression
EGI-DS-083 enes. 8 on QC, 8 cDNA prep, primer efficiency data boint compiled report, | 2,11,200
gam Ie’s) slants/plate/ calculation, gene expression analysis P 96 data point
P broth, tissue
Primer Design (optional), 8 primer
?&R;fée?: Pure Culture synthesis, 10 RNA isolation, 10 RNA gel 120 Gene expression
EGI-DS-084 10 on QC, 10 cDNA prep, primer efficiency data point compiled report, | 2,64,000
genes, slants/plate/ calculation, gene expression analysis aapoint | 420 data point
samples) broth, tissue
Primer Design (optional), 10 primer
SYBRCreen Pure Culture synthesis, 4 RNA isolation, 4 RNA gel Gene expression
EGI-DS-085 qRT-PCR (5 on QC, 4 cDNA prep, primer efficiency 60 . compiled report, | 1,32,000
genes, 4 slants/plate/ calculation, gene expression analysis data point 60 data point
samples) broth, tissue
Primer Design (optional), 10 primer
%BTRSA(?;?; Pure Culture synthesis, 8 RNA isolation, 8 RNA gel 120 Gene expression
EGI-DS-086 on QC, 8 cDNA prep, primer efficiency .| compiled report, | 2,64,000
genes, 8 slants/plate/ calculation, gene expression analysis data point 120 data point
samples) broth, tissue
“Taxes extra as applicable. PAGE | 40

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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Gene expression qRT-PCR

agManm Chemistry

Catalogue
EGI Cat No. Services Reiﬁ?rﬁéits Description Deliverables Unit Price
TagManm Primer Design (optional), 4 primer .
GRT-PCR (2 P‘gr? Culture | < nthesis, 4 RNA isolation, 4 RNA gel QC, 4 | 24 c%?’r?eilzgprrzss(;?tn 53 200
EGI-DS-087 genes, 4 cDNA prep, primer efficiency calculation, | data point P eport ’
slants/plate/ . . 24 data point
samples) broth. fissue gene expression analysis for 1gene
TagManm Pure Cult Primer Design (optional), 4 primer :
RTPCR 2 | e MU 1 Synthesis, 8 RNA isolation, 8 RNA gel QC, 8 | 48 Gene_expression
EGI-DS-088 on : o ; : compiled report, 1,06,400
genes, 8 slants/plate/ cDNA prep, primer efficiency calculation, | data point 48 data point
samples) broth, tissue gene expression analysis for 1 gene
TagManm Primer Design (optional), 6 primer :
Pure Cult G
calpsoss | FTPCRE on €| synthesis, 4 RNA isolation, 4 RNA gel QC, 4 | 36 C;;T)"eeépifgt" 04 800
genes, 4 slants/plate/ cDNA prep, primer efficiency calculation, | data point 36 data point ’ ’
samples) broth, tissue gene expression analysis for 2 gene
TagManm Primer Design (optional), 6 primer :
P | ’
cepsoso | RTPCR G o Culture | < nihesis, 8 RNA isolation, 8 RNA gel QC, 4| 72 S;r’;i)llzépz;s;t" 1 60,000
genes, 8 slants/plate/ cDNA prep, primer efficiency calculation, | data point 72 data point ’ T
samples) broth, tissue gene expression analysis for 2 gene
TagManm Primer Design (optional), 8 primer -
Pure Culture '
corpsool | PR U o synthesis, 4 RNA isolation, 4 RNA gel QC, 4| 48 S;;;IIZQPEZS&" 31,200
genes, 4 slants/plate/ cDNA prep, primer efficiency calculation, | data point 48 data point : 91,
samples) broth, tissue gene expression analysis for 3 gene
TagManm Primer Design (optional), 8 primer :
Pure Culture ) A E ’ G
calososy | FTPCRE@ | T synthesis, 8 RNA isolaion, 8 RNA gel 0C, 8| 96 | " 2P | )
genes, 8 slants/plate/ cDNA prep, primer efficiency calculation, | data point 96 data point ’ “
samples) broth, tissue gene expression analysis for 3 gene
TagManm Primer Design (optional), 10 primer ;
Pure Cult G
carnsoss | RTPERG | Tor T | synthesis, 4 RNA isolation, 4 RNA gel QC, 4| 60 C(fn:%”::;p:eef;it" 64,000
genes, 4 slants/plate/ cDNA prep, primer efficiency calculation, | data point 60 data point : ,04,
samples) broth, tissue gene expression analysis for 4 gene
TagManm Pure Culture Primer Design (optional), 10 primer G .
calososs | RTPORG [ or synthesis, 8 RNA isolaion, 8 RNA gel QC, 8| 120 | (=B B0 |
genes, 8 slants/plate/ cDNA prep, primer efficiency calculation, | data point 120 data point ’ Y
samples) broth. tissue gene expression analysis for 4 gene
GMO Testing

. Catalogue
Description Deliverables Unit Price

Sample
Requirements

EGI Cat No. Services

Pure Culture . .
GMO testing b 358
EGI-DS-095 GMO by 35S on on RTe;égg y using sequence per sample | compiled report 10,000

slants/plate/

Pure Culture
EGI-DS-096 GMO by CRY on
slants/plate/

GMO testing by using CRY sequence

onRT PCR per sample | compiled report 10,000

Pure Culture
EGI-DS-097 GMO by CMV on
slants/plate/

GMO testing by using CMV sequence

on RT PCR per sample | compiled report 10,000

*Taxes extra as applicable. PAGE |41
*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
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GMO Testing

EGI Cat No.

Genomics

Services

Sample
Requirements

Description

Deliverables

Catalogue
Unit Price

EGI-DS-098

GMO by NOS

Pure Culture
on

slants/plate/
broth, tissue

GMO testing by using NOS sequence
on RT PCR

per sample

compiled report

EGI Cat No.

CRISPR

Services

Sample
Requirements

Description

Deliverables

Catalogue
Unit Price

)

designing ) ) o
of gene sequence design aqd synthesis .of.chllmerl'c
EGI-DS-099 complete information sgRNA with codon optimization (if per gene chimeric sgRNA enquire
chimeric sgRNA required)
designing
of gene sequence design and synthesis of chimeric complete vector
EGI-DS-100 .conjplete : i sgRNA with codon optimization (if per gene . enquire
chln(;enc igRNA information required), with vector system syztgengXlth
and synthesis,
withyvector

EGI Cat No.

EGI-DS-101

MLST

Services

Multi Locus
Sequence Typing
(5-7 locus)

Requirements

30ul gDNA
@20-40ng/pl

Description

gDNA isolation, amplification, Purifica-
tion, Sequencing and eBrust/Other
databaseanalysis

per sample

Deliverables

Compiled report

Catalogue
Unit Price

)

25,000

EGI Cat No.

Services

Cloning - Seq

Requirements

Description

Deliverables

Catalogue
Unit Price

})

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

; Cloning and
Cloning of
50ng/pl col i
PCR product ngf.u goumn Cloning, screening of 10 clone & per sequencing enquire
EGI-DS-102 up to 2Kb & purified PCR sequencing for 10 clone up to 2kb amplicon 10 clone data
. product @ 30l in
sequencing
FASTA format
Cloning of PCR 50ng/ul column _ _ o Cloning gnd
EGI-DS-103 product up to urified PCR Cloning, screening of 10 clone & pl' sequencing enquire
3Kb & P y 300l sequencing for 10 clone up to 3kb amplicon 10 clone data
sequencing product @ 304 in FASTA
format
*Taxes extra as applicable. PAGE | 42
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DNA Barcoding

Genomics

Catalogue
EGI Cat No. Services Reqsufijlr?rﬁtlaﬁts Description Deliverables Unit(l;r)che
Culture propagation, bacterial DNA Consensus
Bacteria Pure Culture isolation, PCR product generation with sequence 1.5 kb
EGI-DS-104 -MID-SEQ on slants/ 16S  primer, bi-directional sanger | per sample FASTA at;i file’ 4,000
with plate/ broth sequencing with BigDye® Terminator diat.a
16S v3.1 cycle sequence chemistry
Culture propagation, fungal DNA
Fungi-MID-SEQ Pure Culture isolation,. PCR prgdyct generation with se;:u(;r;izni l;skb’
EGI-DS-105 ith ITS on slants/ ITS primer, bi-directional sanger | per sample FASTA abi file 4,500
wit plate/ broth sequencing with BigDye® Terminator d’t
v3.1 cycle sequence chemistry aa
Culture propagation, fungal DNA
Fungi-MID-SEQ Pure Culture isolation,. PCR prgdl_Jct generation with seqﬁeonrlzer?f:SSTA
EGI-DS-106 with 285 on slants/ 28S primer, Dbi-directional sanger per sample .abifik’adata’ 4,500
plate/ broth sequencing with BigDye® Terminator
v3.1 cycle sequence chemistry
Culture propagation, fungal DNA
. Pure Culture isolation, PCR product generation with Consensus
Fungi-MID-SEQ . 2 sequence,
EGI-DS-107 ith 185 on slants/ 18S primer, bi-directional sanger | per sample FASTA abi file 4,500
wit plate/ broth sequencing with BigDye® Terminator dldta
v3.1 cycle sequence chemistry
Mushroom DNA isolation, PCR product
Mushroom- Pure Culture generation with ITS primer, bi- Consensus
EGI-DS-108 | MID-SEQ-with on slants/ directional sanger sequencing with | per sample [ sequence, FASTA, | 5000
ITS plate/ broth BigDye® Terminator v3.1 cycle .abi file data
sequence chemistry
Algae DNA isolation, PCR product
algae-MID-SEQ Pure Culture generation with 28S  primer, bi- Consensus
EGI-DS-109 with 285 on slants/ directional - sanger sequencing with | per sample | sequence, FASTA, | 5,000
plate/ broth BigDye® Terminator v3.1 cycle .abi file data
sequence chemistry
Yeast DNA isolation, PCR product
yeastMID-SEQ Pure Culture generation with 28S primer, bi- Consensus
EGI-DS-110 with 285 on slants/ directional sanger sequencing with | per sample | Sequence, FASTA, 5,500
plate/ broth BigDye® Terminator v3.1 cycle .abi file data
sequence chemistry
gDNA isolation, PCR  product
Insect generation with ITS primer, bi- Consensus
EGI-DS-111 | -MID-SEQ with | Single Species | directional sanger sequencing with | per sample | sequence, FASTA, 5,500
ITS BigDye® Terminator v3.1 cycle .abi file data
sequence chemistry
gDNA isolation, PCR  product
Insect generation with COX primer, bi- Consensus
EGI-DS-112 | -MID-SEQ with | Single Species | directional sanger sequencing with per sample | sequence, FASTA, 5,500
COX BigDye® Terminator v3.1 cycle .abi file data
sequence chemistry
*Taxes extra as applicable. PAGE 143

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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Genomics

: Sample o : Catalogue
EGI Cat No. Services Requirements Description Deliverables Um(tip)nce
Culture propagation, bacterial DNA
) Pure Cul isolation, PCR product generation with
bacteria ure Culture 16S  primer, bi-directional sanger
EGI-DS-113 -MID-REP on slants/ sequencing with BigDye Terminator | Persample | Compiled report | 6,000
with plate/ broth v3.1 cycle sequence chemistry,
168 analysis and phylogram generation
Culture propagation, fungal DNA
Pure Cul isolation, PCR product generation with
Fungi-MID-REP ure Lulture ITS primer, bi-directional sanger .
EGI-DS-114 with ITS on slants/ sequencing with BigDye Terminator | Persample [ Compiled report | 7,000
plate/ broth v3.1 cycle sequence chemistry, analysis
and phylogram generation
Culture propagation, fungal DNA
Pure Cul isolation, PCR product generation with
CMID- ure Culture 28S primer, bi-directional sanger
Fungi-MID-REP on ,
sanbs Ft’:e v3.1 cycle sequence chemistry,
ro analysis and phylogram generation
Culture propagation, fungal DNA
Pure Cul isolation, PCR product generation with
Fungi-MID-REP ure Culture 18S primer, bi-directional sanger .
EGI-DS-116 with 18S on sequencing with BigDye Terminator | Persample | Compiled report | 7,000
sIaan/ plhate/ v3.1 cycle sequence chemistry,
rot analysis and phylogram generation
Mushroom DNA isolation, PCR product
Pure Cu generation with ITS primer, bi-
Mushroom-MID- ure Culture directional sanger sequencing with .
EGI-DS-117 REP with ITS | c;nl / BigDye Terminator v3.1 cycle sequence | Per sample |  Compiled report | 8,000
slants/ plate chemistry, analysis and phylogram
broth generation
Mushroom DNA isolation, PCR product
generation with 18S primer, bi-
Mushroom-MID- Pure Culture directional sanger sequencing with
EGI-DS-118 REP with 18S on BigDye Terminator v3.1 cycle | persample | Compiled report 8,000
slants/ plate/ sequence chemistry, analysis and
broth phylogram generation
Mushroom DNA isolation, PCR product
Pure Cu generation with 28S primer, bi-
Mushroom-MID- ure Culture directional sanger sequencing with
EGI-DS-119 REP with 28S on BigDye Terminator v3.1 cycle | Persample | Compiled report 8,000
sIaan/ ;:I:te/ sequence chemistry, analysis and
ro phylogram generation
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |44



<= eurofins

Genomics

DNA Barcoding

Catalogue
EGI Cat No. Services Reiﬁirrg%lznts Description Deliverables Uni(tﬁP)?ice
Algae DNA isolation, PCR product
generation with 28S primer, bi-
Algae-MID-REP Pure Culture directional sanger sequencing with .
EGI-DS-120 with 285 on slants/ BigDye® Terminator v3.1 cycle | Persample | Compiled report 8,000
plate/ broth sequence chemistry, analysis and
phylogram generation
Yeast DNA isolation, PCR product
generation with 28S  primer, bi-
Yeast-MID-REP Pure Cutture directional sanger sequencing with
EGI-DS-121 with 288 on slants/ BigDye® Terminator v3.1 cycle | persample [ Compiled report | 8,000
plate/ broth sequence chemistry, analysis and
phylogram generation
gDNA isolation, PCR product generation
with ITS primer, bi-directional sanger
Insect -MID-REP sequencing with BigDye® Terminator
EGI-DS-122 with ITS Smgle SpeCieS v3.1 Cyc|e sequence Chemistry‘ ana|ysi5 per Sample Complled repor’[ 8,000
and phylogram generation
gDNA isolation, PCR product generation
with COX primer, bi-directional sanger
Insect-MID-REP sequencing with BigDye® Terminator
EGI-DS-123 with COX Single Species | v3.1 cycle sequence chemistry, analysis | Per sample [ Compiled report | 8,000
and phylogram generation

RAPD

Catalogue
. Sample - ; o
EGI Cat No. Services Requirements Description Deliverables Unl(t?P)rlce
500mg to
Plant RAPD 1g gDNA isolation, 10 RAPD primer
barcoding Tissue / gDNA, | synthesis (optional), PCR amplfication 120 , 24.600
EGI-DS-124 (10 markers Vol. 50p,conc. by RAPD primers and gel profiling of | amplicon Compiled report '
12 samples) 30ng/, RAPD 120 RAPD amplicons
primers(optional)
500mg to
Plant RAPD 15 gDNA isolation, 10 RAPD primer
barcoding (10 | Tissue / qDNA. | Synthesis (optional), PCR 240 .
EGI-DS-125 markers 24 | |, 50uiqconci amplfication by RAPD primers and gel | amplicon | COMPiled report | 49,200
samples) 30ng/, RAPD profiling of 240 RAPD amplicons
primers(optional)
*Taxes extra as applicable. PAGE [45

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
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DNA Barcoding

Catalogue
] Sample - : g
EGI Cat No. Services Requirements Description Deliverables Unit Price
500mg to
Plant RAPD - 1/9 DNA gDNA isolation, 10 RAPD primer
barcoding (10 Issue/gUNA, | synthesis(optional), PCR amplfication 480 .
EGI-DS-126 markers 48 Vol. 50plconc. | by RAPD primers and gel profiling of | amplicon Compiled report | 98,400
samples) 30ng/pl, RAPD 480 RAPD amplicons
primers
(optional)
500mg to
Plant RAPD 1g gDNA isolation, 10 RAPD primer
barcoding (10 | Tissue/gDNA, | synthesis (optional), PCR amplfication 720 ,
EGI-DS-127 markers 72 Vol. 50|J|,COHC. by RAPD primers and gel proflllng of amplicon Compiled report 1,47,600
samples) 30ng/ul, RAPD | 720 RAPD amplicons
primers
500mg to
Plant RAPD 1g gDNA isolation, 10 RAPD primer
barcoding (10 Tissue / gDNA, synthesis(optional), PCR amplfication 960 )
EGI-DS-128 markers 96 Vol. 50pl,conc. | by RAPD primers and gel profiling of | amplicon Compiled report | 1,96,800
samples) 30ng/ul, RAPD 960 RAPD amplicons
(8{)I |o?1réxsl)

EGI Cat No.

Services

DNA Barcoding of Plant Species

Sample

Requirements

Description

Deliverables

Catalogue
Unit Price

EGI-DS-129

DNA Barcoding
of plant species
using sanger
sequencing

500mg to
1g
Pure Tissue /
pure spices
powder

Proprietary methods to isolate gDNA
isolation, QC on agarose gel & nano
drop. Universal DNA barcode region will
be amplified through intend pipeline.
Amplified products will be used for ABI
3730XL Sequencing platform

Per Sample

Compiled report
of plant species
presentin
sample using
multiple
database

8,000

EGI Cat No.

Services

Requirements

DNA MetaBarcoding Plant Species

Sample

Description

Proprietary methods to isolate gDNA
isolation, QC on agarose gel & nano

Deliverables

Compiled report

Catalogue
Unit Price

&9

500%9 o (ti)rop. Unli_\;_erjaIthDNA rt:a_rc:)dedregionl_wiII of plant species
DNA _ e amplified through intend pipeline. resent in
EGI-DS-130 | petaBarcoding Tissue /gDNA, |- Ampiified products will be used for | Per Sample sapm le usi 25,000
Vol. 50pl,conc. M ; i pie using
’ illumina  library  preparation & multiple
30ng/pl, @ | sequencing using Next Generation database
50pl Sequencing platform
*Taxes extra as applicable. PAGE |46
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High Quality Custom 0ligo

High - quality custom oligos to explore genomic data.




& eurofins

Genomics

{

. ©
g 7@

/

“* Eurofins MGB Probes

Shorter Optimized Probes for Superior Sensitivity & Specificity

Eurofins Genomics is licensed to
manufacture & sell MGB probes from
Elitech group.

The gold standard qPCR is a well-known
technology for in-vitro  diagnostic
applications to manage disease & health
of patients.

Eurofins  Genomics MGB  Probes
incorporates a 5’ fluorescent dye and the 3’
Eclipse® quencher (EQ) attached to the
minor groove binder (MGB) molecule. MGB
probe allows efficient & stable
hybridization which increases the melting
temperature (Tm) for better allelic
identification, also suited for AT-rich
regions.

Applications:

Real-time PCR/qPCR

SNP Genotyping

Accurate allelic discrimination

Select your required
dye-quencher combination

Yakima Yellow
[YAKYE]

_/ Mssm,
mssom 5 Heportes

FAM [FAM]

Abs 495 nm,
Em 520 nm

3' Quencher,
MEB-Eclipse [MGBEQ] 3' Quencher,

MEB-Eclipse [MGBEQ)

3 Quencher,
MEB-Eclipse [MGBEQ]
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CUSTOM DNA SYNTHESIS

Specifications:

» Scale: 0.01, 0.025, 0.2, 1.0, 10, 15umole
» Purification: HPSF, HPLC and PAGE
» Synthesis Format: Tube and plate format

Sequence Length: up to 120 bases
B

» Modification: More than 100 modification available (fluorescent and non-fluorescent)

N Quality control: Batch of Oligo checked on MALDI Spectrometry

Deliverable Specifications:

» Supplied lyophilised tube and plate

,, Oligo synthesis report and data sheet

Technical Note:

» HPSF® purification is a proprietary technology which utilizes a novel reverse phase cartridge based
chromatography. HPSF® is a registered trademark of MWG Biotech AG. This technology has been developed
at Eurofins MWG Operon’s research and development centre. HPSF® enables the delivery of oligonucleotides
with lowest level of carryover of trace contaminants ideal for a wide variety of enzymatic and probe based
procedures. HPSF® oligonucleotides can be used for various techniques such as PCR, DNA sequencing,
primer extension, cDNA library generation, Northern and Southern blotting.

» The synthesis scale indicates the initial amount of 3'-bases.

» Calculation: 1 OD =5 nmole = 30 ug; may vary for sequences with GC content > 70%. > 3 purine
stretches or strong secondary structures.

» Other Scales, Concentrations and delivery formats available on request.

5 ForLarge Scale DNA Synthesis please contact us for a quote.

*Taxes extra as applicable.
* Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate. PAGE |47
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CUSTOM DNA SYNTHESIS

‘ €61 Cat No. Synthesis Purification Maximum i Vil Price/l base Price/HPSF
Srale Length o i) {2)
EGI-Oligo-001 10 nmole HPSF 50 mer 3 20 FOC
EGI-Oligo-002 25 nmole HPSF 50 mer 5 22 FOC
EGI-Oligo-003 50 nmole HPSF 90 mer 7 30 FOC
EGI-Oligo-004 100 nmole HPSF 90 mer 8 35 FOC
EGI-Oligo-005 0.2 umole HPSF 125 mer 10 45 FOC
EGI-Oligo-006 1.0 pmole HPSF 125 mer 35 120 FOC
Synthesis T § Maximum Minimum Yield Price/base Price/HPLC
EGI Cat No. yScaIe Purification Lol ) ®) ‘)
EGI-Oligo-007 10 nmole HPLC 50 mer 1 20 1,000
EGI-Oligo-008 25 nmole HPLC 50 mer 2 22 1,200
EGI-Oligo-009 50 nmole HPLC 90 mer 3 30 1,500
EGI-Oligo-010 100 nmole HPLC 90 mer 3 35 1,800
EGI-Oligo-011 0.2 umole HPLC 125 mer 5 45 2,500
EGI-Oligo-012 1.0 pmole HPLC 125 mer 15 120 5,300
EGI Cat No. Synthesis Purification Mizlr:ngutrrr: Prmt(e/%ase Pnce(/;;\GE

EGI-Oligo-013 50 nmole PAGE 90 mer 1 30 3,700
EGI-Oligo-014 100 nmole PAGE 90 mer 2 35 4,500
EGI-Oligo-015 0.2 umole PAGE 125 mer 4 45 5,800

*Taxes extra as applicable.

*Eurofins Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE | 48

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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CUSTOM OLIGO MODIFICATIONS

EGI Cat No. Modification Synthesis Scale  Purification Maximum Minimum
Length Yield [OD]
EGI-Oligo-016 5" Acrydite 50 nmole HPLC 80 2 14,500
EGI-Oligo-017 5’ Acrydite 0.2 pymole HPLC 80 3 22,500
EGI-Oligo-018 5’ Acrydite 1.0 pmole HPLC 80 6 33,600
‘ EGI Cat No. Modification Synthesis Scale  Purification QA.LTQ'TS'S]
EGI-Oligo-019 5 Amino Modifier C12 50 nmole HPLC 80 2 11,500
EGI-Oligo-020 5 Amino Modifier C12 0.2 ymole HPLC 80 3 19,500
EGI-Oligo-021 5" Amino Modifier C12 1.0 umole HPLC 80 6 29,500

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Lengtn YIeld JUU)
EGI-Oligo-022 5’ Amino Modifier C6 50 nmole HPLC 80 2 9,000
EGI-Oligo-023 5 Amino Modifier C6 0.2 umole HPLC 80 3 17,000
EGI-Oligo-024 5 Amino Modifier C6 1.0 pmole HPLC 80 6 27,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

EGI-Oligo-025 Amino Modifier C6 dT Internal 50 nmole HPLC 80 2 15,000
EGI-Oligo-026 Amino Modifier C6 dT Internal 0.2 umole HPLC 80 3 23,000
EGI-Oligo-027 Amino Modifier C6 dT Internal 1.0 umole HPLC 80 6 33,600
EGI Cat No. Modification Synthesis Scale ~ Purification Mfé'nmgli: :\(/:g:jn;grg]
EGI-Oligo-028 Uni-Link AminoModifier-Internal 50 nmole HPLC 80 2 12,000
EGI-Oligo-029 5" Uni-Link AminoModifier 50 nmole HPLC 80 2 13,000
EGI-Oligo-030 Uni-Link AminoModifier-Internal 0.2 umole HPLC 80 3 20,000
EGI-Oligo-031 5" Uni-Link AminoModifier 0.2 umole HPLC 80 3 21,000
EGI-Oligo-032 Uni-Link AminoModifier-Internal 1.0 umole HPLC 80 6 30,000
EGI-Oligo-033 5" Uni-Link AminoModifier 1.0 umole HPLC 80 6 31,000
EGI Cat No. Modification Synthesis Scale Purification Mfé'r'gi: \'\(/:g:jr?gg]
EGI-Oligo-034 5' Phosphorylation  (PHOs) 50 nmole HPLC 80 2 7,000
EGI-Oligo-035 3' Phosphorylation  (PHOs) 50 nmole HPLC 80 2 8,000
EGI-Oligo-036 5' Phosphorylation  (PHOs) 0.2 pmole HPLC 80 3 15,000
EGI-Oligo-037 3' Phosphorylation  (PHOs) 0.2 pmole HPLC 80 3 16,000
*Modification (Price inrupees includes base and HPLC charges).
:E::)sfi::‘raan?)?r,l)ili:csabllr?&ia Pyt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |49

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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CUSTOM OLIGO MODIFICATIONS

EGI Cat No. Modification Synthesis Scale  Purification Mle_]élr:?;lter '\\(/:g('jm[grg]
EGI-Oligo-038 5' Phosphorylation  (PHOs) 1.0 umole HPLC 80 6 25,000
EGI-Oligo-039 3' Phosphorylation  (PHOs) 1.0 umole HPLC 80 6 26,000

EGI Cat No. Modification Synthesis Scale  Purification Mle_]élr:?;lter \’\Agmgg]
EGI-Oligo-040 3' Thiol Mod C3 S-S 0.2 pmole HPLC 80 3 19,000
EGI-Oligo-041 3' Thiol Mod C3 S-S 1.0 pmole HPLC 80 6 27,000

EGI Cat No. Modification Synthesis Scale  Purification Mfélrrl?}ltjl’r;n mgmgg] Pr;ce
EGI-Oligo-042 Thiol Modifier C6 S-S-Internal 0.2 pmole HPLC 80 3 14,500
EGI-Oligo-043 5'Thiol Modifier C6 S-S 0.2 pmole HPLC 80 3 16,000
EGI-Oligo-044 Thiol Modifier C6 S-S-Internal 1.0 pmole HPLC 80 6 24,500
EGI-Oligo-045 5'Thiol Modifier C6 S-S 1.0 umole HPLC 80 6 26,000
EGI-Oligo-046 Thiol Modifier C6 S-S-Internal 10 umole HPLC 80 60 1,40,900
EGI-Oligo-047 5'Thiol Modifier C6 S-S 10 umole HPLC 80 60 1,42,900

PP : P Maximum Minimum
EGI Cat No. Modification Synthesis Scale  Purification Length Yield [OD)]
EGI-Oligo-048 5'-Biotin 50 nmole HPLC 80 2 10,600
EGI-Oligo-049 5'-Biotin 0.2 pmole HPLC 80 3 18,600
EGI-Oligo-050 5'-Biotin 1.0 umole HPLC 80 30,300
EGI-Oligo-051 5'-Biotin 10 pmole HPLC 80 60 1,46,500
. . PP Maximum Minimum Price
EGI Cat No. Modification Synthesis Scale  Purification Length Yield [OD] &)
EGI-Oligo-052 3'-Biotin 50 nmole HPLC 80 2 15,600
EGI-Oligo-053 3'-Biotin 0.2 umole HPLC 80 3 23,600
EGI-Oligo-054 3'-Biotin 1.0 umole HPLC 80 6 39,100
EGI-Oligo-055 3'-Biotin 10 pmole HPLC 80 60 1,90,700
o ] P Maximum Minimum Price
EGI Cat No. Modification Synthesis Scale = Purification Length Yield [OD] &)
EGI-Oligo-056 5' Biotin-ON 50 nmole HPLC 80 2 14,000
EGI-Oligo-057 Biotin-ON- (Internal) 50 nmole HPLC 80 2 15,200
EGI-Oligo-058 5' Biotin-ON 0.2 umole HPLC 80 3 22,000
EGI-Oligo-059 Biotin-ON- (Internal) 0.2 umole HPLC 80 3 25,200
EGI-Oligo-060 5' Biotin-ON 1.0 umole HPLC 80 6 30,900
*Modification (Price inrupees includes base and HPLC charges).
*Taxes extra as applicable.
*Eurofins Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |50

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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EGI Cat No. Modification Synthesis Scale  Purification Mfé'r:‘;‘t*rf]" mﬂg&
EGI-Oligo-061 Biotin-ON- (Internal) 1.0 umole HPLC 80 6 35,700
EGI-Oligo-062 5' Biotin-ON 10 umole HPLC 80 60 1,54,700
EGI-Oligo-063 Biotin-ON- (Internal) 10 pmole HPLC 80 60 1,90,700

EGI Cat No. Modification Synthesis Scale  Purification Mfé'nfg‘t*rf]" 51;?3"}33]
EGI-Oligo-064 5' Biotin-TEG 50 nmole HPLC 80 2 13,800
EGI-Oligo-065 3' Biotin-TEG 50 nmole HPLC 80 2 14,900
EGI-Oligo-066 Biotin-TEG (internal) 50 nmole HPLC 80 2 15,000
EGI-Oligo-067 5' Biotin-TEG 0.2 umole HPLC 80 3 21,800
EGI-Oligo-068 3' Biotin-TEG 0.2 umole HPLC 80 3 22,900
EGI-Oligo-069 Biotin-TEG (internal) 0.2 pmole HPLC 80 3 23,000
EGI-Oligo-070 5' Biotin-TEG 1.0 umole HPLC 80 6 31,800
EGI-Oligo-071 3' Biotin-TEG 1.0 umole HPLC 80 6 32,900
EGI-Oligo-072 Biotin-TEG (internal) 1.0 pmole HPLC 80 6 33,000
EGI-Oligo-073 Biotin-TEG (internal) 10 umole HPLC 80 60 1,46,500

EGI Cat No. Modification Synthesis Scale  Purification M‘E’;’:‘g‘i;" mgﬂg&
EGI-Oligo-074 Biotin-dT (Internal) 50 nmole HPLC 80 2 18,700
EGI-Oligo-075 5' Biotin-dT 50 nmole HPLC 80 2 19,700
EGI-Oligo-076 Biotin-dT (Internal) 0.2 pmole HPLC 80 3 26,700
EGI-Oligo-077 5' Biotin-dT 0.2 umole HPLC 80 3 27,700
EGI-Oligo-078 Biotin-dT (Internal) 1.0 pmole HPLC 80 6 36,800
EGI-Oligo-079 5' Biotin-dT 1.0 pmole HPLC 80 6 37,700
EGI-Oligo-080 Biotin-dT (Internal) 10 umole HPLC 80 60 1,74,400
EGI-Oligo-081 5' Biotin-dT 10 umole HPLC 80 60 2,10,400

DNA Analog

Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification

Length Yield [OD]

EGI-Oligo-082 deoxylnosine- (Internal) 50 nmole 2 5,700
EGI-Oligo-083 5' deoxylnosine 50 nmole HPLC 80 2 6,700
EGI-Oligo-084 deoxylnosine- (Internal) 0.2 umole HPLC 80 3 13,700
EGI-Oligo-085 5' deoxylnosine 0.2 umole HPLC 80 3 14,700
EGI-Oligo-086 deoxylnosine- (Internal) 1.0 umole HPLC 80 6 23,700
EGI-Oligo-087 5' deoxylnosine 1.0 umole HPLC 80 6 24,700

*Modification ( Price inrupees includes base and HPLC charges).

:T;:;sfi::‘ ra(;:n?)ﬁ:g? bllr?aia Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |51
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<% eurofns

Genomics
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EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

)

EGI-Oligo-088 deoxyUridine- (Internal) 50 nmole HPLC 80 2 5,700
EGI-Oligo-089 5' deoxyUridine 50 nmole HPLC 80 2 6,700
EGI-Oligo-090 deoxyUridine- (Internal) 0.2 umole HPLC 80 3 13,700
EGI-Oligo-091 5" deoxyUridine 0.2 umole HPLC 80 3 14,700
EGI-Oligo-092 deoxyUridine- (Internal) 1.0 umole HPLC 80 6 23,700
EGI-Oligo-093 5" deoxyUridine 1.0 umole HPLC 80 6 24,700

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [0D]

EGI-Oligo-094 3-Nitropyrrole- (Internal) 50 nmole HPLC 80 2 15,800
EGI-Oligo-095 5'- 3-Nitropyrrole 50 nmole HPLC 80 2 17,800
EGI-Oligo-096 3-Nitropyrrole- (Internal) 0.2 ymole HPLC 80 3 23,800
EGI-Oligo-097 5'- 3-Nitropyrrole 0.2 umole HPLC 80 3 25,800
EGI-Oligo-098 3-Nitropyrrole- (Internal) 1.0 umole HPLC 80 6 33,800
EGI-Oligo-099 5'- 3-Nitropyrrole 1.0 umole HPLC 80 6 35,800

EGI Cat No. Modification Synthesis Scale ~ Purification Mfé(:gltjgl \’\22:1%”8]
EGI-Oligo-100 5'dP 50 nmole HPLC 80 2 18,900
EGI-Oligo-101 3'dP 50 nmole HPLC 80 2 19,500
EGI-Oligo-102 dP- (Internal) 50 nmole HPLC 80 2 21,500
EGI-Oligo-103 5'dP 0.2 ymole HPLC 80 3 26,900
EGI-Oligo-104 3'dP 0.2 ymole HPLC 80 3 27,500
EGI-Oligo-105 dP- (Internal) 0.2 pmole HPLC 80 3 29,500
EGI-Oligo-106 5'dP 1.0 pmole HPLC 80 6 36,900
EGI-Oligo-107 3'dP 1.0 pmole HPLC 80 6 37,500
EGI-Oligo-108 dP- (Internal) 1.0 pmole HPLC 80 6 39,500
EGI-Oligo-109 5'dP 10 umole HPLC 80 60 1,38,700
EGI-Oligo-110 3'dP 10 umole HPLC 80 60 1,58,800
EGI-Oligo-111 dP- (Internal) 10 pmole HPLC 80 60 1,98,900

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

EGI-Oligo-112 dP + dK mixture- (Internal) 50 nmole HPLC 80 2 18,900
EGI-Oligo-113 5'dP + dK mixture 50 nmole HPLC 80 2 19,500
EGI-Oligo-114 dP + dK mixture- (Internal) 0.2 umole HPLC 80 3 26,900
EGI-Oligo-115 5"dP + dK mixture 0.2 umole HPLC 80 3 27,500
EGI-Oligo-116 dP + dK mixture- (Internal) 1.0 umole HPLC 80 6 36,900
EGI-Oligo-117 5"dP + dK mixture 1.0 umole HPLC 80 6 37,500

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |52
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Fluorophores

Maximum Minimum Price

EGI Cat No. Length  Yield [OD] §

Modification Synthesis Scale  Purification

EGI-Oligo-118 5" Alexa Fluor 350 50 nmole HPLC 80 2 59,700
EGI-Oligo-119 3'Alexa Fluor 350 50 nmole HPLC 80 2 61,800
EGI-Oligo-120 Alexa Fluor 350 (Internal) 50 nmole HPLC 80 2 63,900
EGI-Oligo-121 5'Alexa Fluor 350 0.2 umole HPLC 80 3 67,700
EGI-Oligo-122 3'Alexa Fluor 350 0.2 umole HPLC 80 3 69,800
EGI-Oligo-123 Alexa Fluor 350 (Internal) 0.2 umole HPLC 80 3 71,900
EGI-Oligo-124 5' Alexa Fluor 350 1.0 umole HPLC 80 6 1,24,800
EGI-Oligo-125 3'Alexa Fluor 350 1.0 pmole HPLC 80 6 1,25,800
EGI-Oligo-126 Alexa Fluor 350 (Internal) 1.0 pmole HPLC 80 6 1,29,800

Maximum Minimum

EGI Cat No. Length Yield [OD]

Modification Purification

Synthesis Scale

EGI-Oligo-127 5'Alexa Fluor 488 50 nmole HPLC 80 2 30,200
EGI-Oligo-128 3'Alexa Fluor 488 50 nmole HPLC 80 2 32,200
EGI-Oligo-129 Alexa Fluor 488 (Internal) 50 nmole HPLC 80 2 34,000
EGI-Oligo-130 5'Alexa Fluor 488 0.2 umole HPLC 80 3 38,200
EGI-Oligo-131 3'Alexa Fluor 488 0.2 umole HPLC 80 3 40,200
EGI-Oligo-132 Alexa Fluor 488 (Internal) 0.2 umole HPLC 80 3 42,000
EGI-Oligo-133 5'Alexa Fluor 488 1.0 umole HPLC 80 6 48,200
EGI-Oligo-134 3'Alexa Fluor 488 1.0 umole HPLC 80 6 50,200
EGI-Oligo-135 Alexa Fluor 488 (Internal) 1.0 umole HPLC 80 6 52,000
EGI Cat No. Modification Synthesis Scale | Purification Mf::]n;tj;n m:‘lﬂggl P(r;:e
EGI-Oligo-136 5' Alexa Fluor 532 50 nmole HPLC 80 2 35,000
EGI-Oligo-137 3'Alexa Fluor 532 50 nmole HPLC 80 2 37,000
EGI-Oligo-138 Alexa Fluor 532 (Internal) 50 nmole HPLC 80 2 39,000
EGI-Oligo-139 5' Alexa Fluor 532 0.2 umole HPLC 80 3 43,000
EGI-Oligo-140 3'Alexa Fluor 532 0.2 umole HPLC 80 3 45,000
EGI-Oligo-141 Alexa Fluor 532 (Internal) 0.2 pmole HPLC 80 3 47,000
EGI-Oligo-142 5'Alexa Fluor 532 1.0 umole HPLC 80 6 53,000
EGI-Oligo-143 3'Alexa Fluor 532 1.0 umole HPLC 80 6 55,000
EGI-Oligo-144 Alexa Fluor 532 (Internal) 1.0 umole HPLC 80 6 57,000

Maximum Minimum

EGI Cat No. Length Yield [OD]

Modification Purification

Synthesis Scale

EGI-Oligo-145 5' Alexa Fluor 546 50 nmole HPLC 80 2 35,000
EGI-Oligo-146 3'Alexa Fluor 546 50 nmole HPLC 80 2 37,000
EGI-Oligo-147 Alexa Fluor 546 (Internal) 50 nmole HPLC 80 2 39,000
EGI-Oligo-148 5' Alexa Fluor 546 0.2 umole HPLC 80 3 43,000
EGI-Oligo-149 3'Alexa Fluor 546 0.2 umole HPLC 80 3 45,000

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |53
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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e : o Maximum Minimum
b t
EGI Cat No w SEEE S | FUGE Length  Yield [OD] ®)

EGI-Oligo-150 Alexa Fluor 546 (Internal) 0.2 umole HPLC 80 3 47,000
EGI-Oligo-151 5' Alexa Fluor 546 1.0 pmole HPLC 80 6 53,000
EGI-Oligo-152 3'Alexa Fluor 546 1.0 umole HPLC 80 6 55,000
EGI-Oligo-153 Alexa Fluor 546 (Internal) 1.0 umole HPLC 80 6 57,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

EGI-Oligo-154 5' Alexa Fluor 555 50 nmole HPLC 80 2 59,700
EGI-Oligo-155 3'Alexa Fluor 555 50 nmole HPLC 80 2 61,800
EGI-Oligo-156 Alexa Fluor 555 (Internal) 50 nmole HPLC 80 2 63,900
EGI-Oligo-157 5' Alexa Fluor 555 0.2 umole HPLC 80 3 67,700
EGI-Oligo-158 3'Alexa Fluor 555 0.2 umole HPLC 80 3 69,800
EGI-Oligo-159 Alexa Fluor 555 (Internal) 0.2 pmole HPLC 80 3 71,900
EGI-Oligo-160 5' Alexa Fluor 555 1.0 umole HPLC 80 6 1,24,800
EGI-Oligo-161 3'Alexa Fluor 555 1.0 umole HPLC 80 6 1,25,800
EGI-Oligo-162 Alexa Fluor 555 (Internal) 1.0 umole HPLC 80 6 1,29,800
EGI Cat No. Modification Synthesis Scale  Purification Mfé(:gltj;:] m}:ﬂgrg] P(n; (;
EGI-Oligo-163 5' Alexa Fluor 568 50 nmole HPLC 80 2 59,700
EGI-Oligo-164 3'Alexa Fluor 568 50 nmole HPLC 80 2 61,800
EGI-Oligo-165 Alexa Fluor 568 (Internal) 50 nmole HPLC 80 2 63,900
EGI-Oligo-166 5' Alexa Fluor 568 0.2 umole HPLC 80 3 67,700
EGI-Oligo-167 3'Alexa Fluor 568 0.2 umole HPLC 80 3 69,800
EGI-Oligo-168 Alexa Fluor 568 (Internal) 0.2 pmole HPLC 80 3 71,900
EGI-Oligo-169 5' Alexa Fluor 568 1.0 pmole HPLC 80 6 1,24,800
EGI-Oligo-170 3'Alexa Fluor 568 1.0 pmole HPLC 80 6 1,25,800
EGI-Oligo-171 Alexa Fluor 568 (Internal) 1.0 umole HPLC 80 6 1,29,800

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

EGI-Oligo-172 5'Alexa Fluor 594 50 nmole HPLC 80 2 36,500
EGI-Oligo-173 3'Alexa Fluor 594 50 nmole HPLC 80 2 38,200
EGI-Oligo-174 Alexa Fluor 594 (Internal) 50 nmole HPLC 80 2 41,500
EGI-Oligo-175 5'Alexa Fluor 594 0.2 ymole HPLC 80 3 44,500
EGI-Oligo-176 3'Alexa Fluor 594 0.2 umole HPLC 80 3 46,200
EGI-Oligo-177 Alexa Fluor 594 (Internal) 0.2 pmole HPLC 80 3 49,500
EGI-Oligo-178 5'Alexa Fluor 594 1.0 umole HPLC 80 6 54,500
EGI-Oligo-179 3'Alexa Fluor 594 1.0 umole HPLC 80 6 56,200
EGI-Oligo-180 Alexa Fluor 594 (Internal) 1.0 umole HPLC 80 6 59,500

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification Length Yield [OD] J
EGI-Oligo-181 5' Alexa Fluor 633 50 nmole HPLC 80 2 59,700
EGI-Oligo-182 3'Alexa Fluor 633 50 nmole HPLC 80 2 61,800
EGI-Oligo-183 Alexa Fluor 633 (Internal) 50 nmole HPLC 80 2 63,900
EGI-Oligo-184 5'Alexa Fluor 633 0.2 umole HPLC 80 3 67,700
EGI-Oligo-185 3'Alexa Fluor 633 0.2 ymole HPLC 80 3 69,800
EGI-Oligo-186 Alexa Fluor 633 (Internal) 0.2 pmole HPLC 80 3 71,900
EGI-Oligo-187 5' Alexa Fluor 633 1.0 pmole HPLC 80 6 1,24,800
EGI-Oligo-188 3'Alexa Fluor 633 1.0 umole HPLC 80 6 1,25,800
EGI-Oligo-189 Alexa Fluor 633 (Internal) 1.0 pmole HPLC 80 6 1,29,800

Maximum Minimum Price

EGI Cat No. Modification Length  Yield [OD] ()

Synthesis Scale  Purification

EGI-Oligo-190 5' Alexa Fluor 647 50 nmole HPLC 80 2 30,300
EGI-Oligo-191 3'Alexa Fluor 647 50 nmole HPLC 80 2 32,000
EGI-Oligo-192 Alexa Fluor 647 (Internal) 50 nmole HPLC 80 2 34,900
EGI-Oligo-193 5'Alexa Fluor 647 0.2 umole HPLC 80 3 38,300
EGI-Oligo-194 3'Alexa Fluor 647 0.2 umole HPLC 80 3 40,000
EGI-Oligo-195 Alexa Fluor 647 (Internal) 0.2 pmole HPLC 80 3 42,900
EGI-Oligo-196 5' Alexa Fluor 647 1.0 pymole HPLC 80 6 48,300
EGI-Oligo-197 3'Alexa Fluor 647 1.0 umole HPLC 80 6 50,000
EGI-Oligo-198 Alexa Fluor 647 (Internal) 1.0 pmole HPLC 80 6 52,900

Maximum Minimum

EGI Cat No. Modificati
Gl Cat No odification Length  Yield [OD]

Synthesis Scale | Purification

EGI-Oligo-199 5' Alexa Fluor 660 50 nmole HPLC 80 2 36,200
EGI-Oligo-200 3'Alexa Fluor 660 50 nmole HPLC 80 2 38,200
EGI-Oligo-201 Alexa Fluor 660 (Internal) 50 nmole HPLC 80 2 40,500
EGI-Oligo-202 5' Alexa Fluor 660 0.2 umole HPLC 80 3 44,200
EGI-Oligo-203 3'Alexa Fluor 660 0.2 umole HPLC 80 3 46,200
EGI-Oligo-204 Alexa Fluor 660 (Internal) 0.2 pmole HPLC 80 3 48,500
EGI-Oligo-205 5'Alexa Fluor 660 1.0 umole HPLC 80 6 54,200
EGI-Oligo-206 3'Alexa Fluor 660 1.0 pmole HPLC 80 6 56,200
EGI-Oligo-207 Alexa Fluor 660 (Internal) 1.0 pmole HPLC 80 6 58,500
EGI Cat No. Modification Synthesis Scale = Purification Mfé:;‘:;" m}g”[grg]
EGI-Oligo-208 5' Alexa Fluor 680 50 nmole HPLC 80 2 59,700
EGI-Oligo-209 3'Alexa Fluor 680 50 nmole HPLC 80 2 61,800
EGI-Oligo-210 Alexa Fluor 680 (Internal) 50 nmole HPLC 80 2 63,900
EGI-Oligo-211 5'Alexa Fluor 680 0.2 umole HPLC 80 3 67,700
EGI-Oligo-212 3'Alexa Fluor 680 0.2 umole HPLC 80 3 69,800
EGI-Oligo-213 Alexa Fluor 680 (Internal) 0.2 pmole HPLC 80 3 71,900

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |55
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale ~ Purification Yield [0D]
EGI-Oligo-214 5'Alexa Fluor 680 1.0 umole HPLC 80 6 1,24,800
EGI-Oligo-215 3'Alexa Fluor 680 1.0 umole HPLC 80 6 1,25,800
EGI-Oligo-216 Alexa Fluor 680 (Internal) 1.0 pmole HPLC 80 6 1,29,800

EGI Cat No. Modification Synthesis Scale  Purification Mfe":;‘t‘rT \l\(ﬂumgg] P(";e)
EGI-Oligo-217 5' Alexa Fluor 700 50 nmole HPLC 80 2 30,800
EGI-Oligo-218 3'Alexa Fluor 700 50 nmole HPLC 80 2 32,600
EGI-Oligo-219 Alexa Fluor 700 (Internal) 50 nmole HPLC 80 2 35,800
EGI-Oligo-220 5' Alexa Fluor 700 0.2 pmole HPLC 80 3 38,800
EGI-Oligo-221 3'Alexa Fluor 700 0.2 ymole HPLC 80 3 40,600
EGI-Oligo-222 Alexa Fluor 700 (Internal) 0.2 pmole HPLC 80 3 43,800
EGI-Oligo-223 5' Alexa Fluor 700 1.0 umole HPLC 80 6 48,800
EGI-Oligo-224 3'Alexa Fluor 700 1.0 pmole HPLC 80 6 50,600
EGI-Oligo-225 Alexa Fluor 700 (Internal) 1.0 pmole HPLC 80 6 53,800

EGI Cat No. Modification Synthesis Scale  Purification Mfé"nr;ﬁ;“ \l\(ﬂmgg]
EGI-Oligo-226 5' Alexa Fluor 750 50 nmole HPLC 80 2 36,300
EGI-Oligo-227 3'Alexa Fluor 750 50 nmole HPLC 80 2 38,300
EGI-Oligo-228 Alexa Fluor 750 (Internal) 50 nmole HPLC 80 2 40,000
EGI-Oligo-229 5' Alexa Fluor 750 0.2 pmole HPLC 80 3 44,300
EGI-Oligo-230 3'Alexa Fluor 750 0.2 umole HPLC 80 3 46,300
EGI-Oligo-231 Alexa Fluor 750 (Internal) 0.2 ymole HPLC 80 3 48,000
EGI-Oligo-232 5' Alexa Fluor 750 1.0 pmole HPLC 80 6 54,300
EGI-Oligo-233 3'Alexa Fluor 750 1.0 pmole HPLC 80 6 56,300
EGI-Oligo-234 Alexa Fluor 750 (Internal) 1.0 pmole HPLC 80 6 58,000

EGI Cat No. Modification Synthesis Scale  Purification Mfélr?:;igl mﬂgg] P(r%c)e
EGI-Oligo-235 5'Cy3 50 nmole HPLC 80 2 12,300
EGI-Oligo-236 3'Cy3 50 nmole HPLC 80 2 14,400
EGI-Oligo-237 Cy3 (Internal) 50 nmole HPLC 80 2 16,100
EGI-Oligo-238 5'Cy3 0.2 ymole HPLC 80 3 20,300
EGI-Oligo-239 3'Cy3 0.2 ymole HPLC 80 3 22,400
EGI-Oligo-240 Cy3 (Internal) 0.2 pmole HPLC 80 3 24,100
EGI-Oligo-241 5'Cy3 1.0 umole HPLC 80 6 30,300
EGI-Oligo-242 3'Cy3 1.0 umole HPLC 80 6 32,400
EGI-Oligo-243 Cy3 (Internal) 1.0 pmole HPLC 80 6 34,100

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |56
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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‘ EGI Cat No. Modification Synthesis Scale  Purification ~ Maximum :\(/!Q(IJ%B] Price
EGI-Oligo-244 5'Cy3.5 50 nmole HPLC 80 2 22,500
EGI-Oligo-245 5'Cy3.5 0.2 pmole HPLC 80 3 30,500
EGI-Oligo-246 5'Cy3.5 1.0 pmole HPLC 80 6 40,500
‘ EGI Cat No. Modification Synthesis Scale  Purfication  'feAMu %g}g‘;g"[}]
EGI-Oligo-247 5'Cy5 50 nmole HPLC 80 2 12,300
EGI-Oligo-248 3'Cy5 50 nmole HPLC 80 2 14,400
EGI-Oligo-249 Cy5 (Internal) 50 nmole HPLC 80 2 16,100
EGI-Oligo-250 5'Cy5 0.2 pmole HPLC 80 3 20,300
EGI-Oligo-251 3' Cyb 0.2 pmole HPLC 80 3 22,400
EGI-Oligo-252 Cy5 (Internal) 0.2 umole HPLC 80 3 24,100
EGI-Oligo-253 5'Cy 1.0 pmole HPLC 80 6 30,300
EGI-Oligo-254 3'Cy5 1.0 pmole HPLC 80 6 32,400
EGI-Oligo-255 Cy5 (Internal) 1.0 pmole HPLC 80 6 34,100

R - e Maximum Minimum

EGI Cat No. Modification Synthesis Scale = Purification 5 Yield [0D]
EGI-Oligo-256 5'Cy5.5 50 nmole HPLC 80 2 24,600
EGI-Oligo-257 5'Cy5.5 0.2 ymole HPLC 80 3 32,600
EGI-Oligo-258 5'Cy5.5 1.0 pymole HPLC 80 6 42,600

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

EGI-Oligo-259 5" FAM (standard) 50 nmole HPLC 80 2 10,800
EGI-Oligo-260 3’ FAM (standard) 50 nmole HPLC 80 2 12,800
EGI-Oligo-261 5 FAM (standard) 0.2 umole HPLC 80 3 18,800
EGI-Oligo-262 3’ FAM (standard) 0.2 umole HPLC 80 3 20,800
EGI-Oligo-263 5 FAM (standard) 1.0 umole HPLC 80 6 28,800
EGI-Oligo-264 3’ FAM (standard) 1.0 umole HPLC 80 6 30,800

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.

EGI-Oligo-265 5' Fluorescein 50 nmole Salt free 80 2 10,500
EGI-Oligo-266 5' Fluorescein 50 nmole HPLC 80 2 12,500
EGI-Oligo-267 3' Fluorescein 50 nmol HPLC 80 2 14,200
EGI-Oligo-268 3' Fluorescein 0.2 pmole HPLC 80 3 22,000
o . o Minimum
EGI Cat No. Modification Synthesis Scale  Purification Yield [OD]
EGI-Oligo-269 5' Fluorescein-dT 50 nmole HPLC 80 2 17,700
EGI-Oligo-270 Fluorescein-dT (Internal) 50 nmole HPLC 80 2 18,700
EGI-Oligo-271 5' Fluorescein-dT 0.2 ymole HPLC 80 3 25,700
EGI-Oligo-272 Fluorescein-dT (Internal) 0.2 pmole HPLC 80 3 26,700
*Modification (Price inrupees includes base and HPLC charges).
*Taxes extra as applicable.
*Eurofins Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |57
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o : —_— Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification Yield [OD]
EGI-Oligo-273 5' Fluorescein-dT 1.0 umole HPLC 80 6 35,700
EGI-Oligo-274 Fluorescein-dT (Internal) 1.0 umole HPLC 80 6 36,700

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Length

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.

EGI-Oligo-275 5 TAMRA (STANDARD) 50 nmole HPLC 80 2 | 13,000
EGI-Oligo-276 3' TAMRA (STANDARD) 50 nmole HPLC 80 2 14,000
EGI-Oligo-277 5 TAMRA (STANDARD) 0.2 umole HPLC 80 3 21,000
EGI-Oligo-278 3' TAMRA (STANDARD) 0.2 ymole HPLC 80 3 22,000
EGI-Oligo-279 5' TAMRA (STANDARD) 1.0 umole HPLC 80 6 31,000
EGI-Oligo-280 3' TAMRA (STANDARD) 1.0 pmole HPLC 80 6 32,000
o : et Maximum Minimum

EGI Cat No. Modification Synthesis Scale | Purification Lenath Yield 10D
EGI-Oligo-281 5' TAMRA-dT 50 nmole HPLC 80 2 | 16,600
EGI-Oligo-282 TAMRA-AT (Internal) 50 nmole HPLC 80 2 17,700
EGI-Oligo-283 5' TAMRA-dT 0.2 pmole HPLC 80 3 24,600
EGI-Oligo-284 TAMRA-AT (Internal) 0.2 pmole HPLC 80 3 25,700

EGI Cat No. Modification Synthesis Scale = Purification M Minim

eng ~0

EGI-Oligo-285 5 TET 50 nmole HPLC 80 2 14,800
EGI-Oligo-286 5 TET 0.2 pmole HPLC 80 3 22,800
EGI-Oligo-287 5 TET 1.0 pmole HPLC 80 6 32,800

EGI Cat No. Modification Synthesis Scale  Purification
EGI-Oligo-288 5'Tamra (ester) - 5-isomer 50 nmole HPLC 80 2 32,200
EGI-Oligo-289 Tamra (ester) - 5-isomer (Internal) 50 nmole HPLC 80 2 34,200
EGI-Oligo-290 5'Tamra (ester) - 5-isomer 0.2 pmole HPLC 80 3 40,200
EGI-Oligo-291 Tamra (ester) - 5-isomer (Internal) 0.2 pmole HPLC 80 3 42,200

EGI Cat No. Madification Synthesis Scale  Purification e
EGI-Oligo-292 5" HEX 50 nmole HPLC 80 2 12,000
EGI-Oligo-293 5 HEX 0.2 pmole HPLC 80 3 20,000
EGI-Oligo-294 5 HEX 1.0 umole HPLC 80 30,000

EGI Cat No. Modification Synthesis Scale  Purification  'exmum - Minimum
EGI-Oligo-295 5' ATTO390 50 nmole HPLC 80 2 24,500
EGI-Oligo-296 3'ATT0390 50 nmole HPLC 80 2 28,500
EGI-Oligo-297 ATTO390 (Internal) 50 nmole HPLC 80 2 34,860

*Modification (Price inrupees includes base and HPLC charges).
*Taxes extra as applicable. PAGE |58
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EGI Cat No. Modification Synthesis Scale  Purification Mfé'r%ltﬂ' \'\(".g}é"}gg]
EGI-Oligo-298 5'ATT0390 0.2 pmole HPLC 80 3 36,700
EGI-Oligo-299 3'ATT0390 0.2 pmole HPLC 80 3 40,200
EGI-Oligo-300 ATTO390 (Internal) 0.2 umole HPLC 80 3 42,000
EGI-Oligo-301 5'ATT0390 1.0 pmole HPLC 80 6 46,700
EGI-Oligo-302 3'ATT0390 1.0 pmole HPLC 80 6 50,200
EGI-Oligo-303 ATTO390 (Internal) 1.0 umole HPLC 80 6 52,000

EGI Cat No. Modification Synthesis Scale ~ Purification Mfé::ztt’}:n wﬂg&
EGI-Oligo-304 5'ATTO488 50 nmole HPLC 80 2 25,000
EGI-Oligo-305 3'ATTO488 50 nmole HPLC 80 2 27,000
EGI-Oligo-306 ATTO488 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-307 5'ATTO488 0.2 umole HPLC 80 3 33,000
EGI-Oligo-308 3'ATTO488 0.2 umole HPLC 80 3 35,000
EGI-Oligo-309 ATTO488 (Internal) 0.2 umole HPLC 80 3 38,000
EGI-Oligo-310 5'ATTOA488 1.0 pmole HPLC 80 6 43,000
EGI-Oligo-311 3'ATTO488 1.0 pmole HPLC 80 6 45,000
EGI-Oligo-312 ATTOA488 (Internal) 1.0 pmole HPLC 80 6 48,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length Yield [OD
EGI-Oligo-313 5'ATT0532 50 nmole HPLC 80 2 25,000
EGI-Oligo-314 3'ATTO532 50 nmole HPLC 80 2 27,000
EGI-Oligo-315 ATTO532 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-316 5'ATT0532 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-317 3'ATTO532 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-318 ATTO532 (Internal) 0.2 umole HPLC 80 3 38,000
EGI-Oligo-319 5'ATT0532 1.0 umole HPLC 80 6 43,000
EGI-Oligo-320 3'ATTO532 1.0 umole HPLC 80 6 45,000
EGI-Oligo-321 ATTO532 (Internal) 1.0 umole HPLC 80 6 48,000
0 odificatio P 0 . 14 10D
EGI-Oligo-322 5'ATT0550 50 nmole HPLC 80 2 25,000
EGI-Oligo-323 3'ATTO550 50 nmole HPLC 80 2 27,000
EGI-Oligo-324 ATTO550 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-325 5' ATT0550 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-326 3" ATTO550 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-327 ATTOS550 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-328 5'ATT0550 1.0 pmole HPLC 80 6 43,000
EGI-Oligo-329 3' ATTO550 1.0 umole HPLC 80 6 45,000
EGI-Oligo-330 ATTO550 (Internal) 1.0 umole HPLC 80 6 48,000

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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EGI Cat No. Modification Synthesis Scale = Purification Mf;“nrgl:? \'\(/:g('j"}gg] e
EGI-Oligo-331 5'ATTO565 50 nmole HPLC 80 2 25,000
EGI-Oligo-332 3' ATTO565 50 nmole HPLC 80 2 27,000
EGI-Oligo-333 ATTOS565 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-334 5'ATTO565 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-335 3' ATTO565 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-336 ATTOS565 (Internal) 0.2 umole HPLC 80 3 38,000
EGI-Oligo-337 5'ATTO565 1.0 umole HPLC 80 6 43,000
EGI-Oligo-338 3' ATTO565 1.0 umole HPLC 80 6 45,000
EGI-Oligo-339 ATTO565 (Internal) 1.0 umole HPLC 80 6 48,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length Yield [OD]
EGI-Oligo-340 5'ATT0590 50 nmole HPLC 80 2 25,000
EGI-Oligo-341 3'ATT0590 50 nmole HPLC 80 2 27,000
EGI-Oligo-342 ATTO590 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-343 5'ATT0590 0.2 umole HPLC 80 3 33,000
EGI-Oligo-344 3'ATT0590 0.2 umole HPLC 80 3 35,000
EGI-Oligo-345 ATTO590 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-346 5'ATT0590 1.0 pmole HPLC 80 6 43,000
EGI-Oligo-347 3'ATT0590 1.0 pmole HPLC 80 6 45,000
EGI-Oligo-348 ATTO590 (Internal) 1.0 umole HPLC 80 6 48,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length Yield [OD
EGI-Oligo-349 5' ATT0633 50 nmole HPLC 80 2 25,000
EGI-Oligo-350 3'ATTO633 50 nmole HPLC 80 2 27,000
EGI-Oligo-351 ATTO633 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-352 5 ATTO633 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-353 3'ATTO633 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-354 ATTO633 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-355 5'ATT0633 1.0 umole HPLC 80 6 43,000
EGI-Oligo-356 3'ATTO633 1.0 umole HPLC 80 6 45,000
EGI-Oligo-357 ATTO633 (Internal) 1.0 umole HPLC 80 6 48,000

: S 0 d [OD
EGI-Oligo-358 5' ATTO647N 50 nmole HPLC 80 2 25,000
EGI-Oligo-359 3' ATTO647N 50 nmole HPLC 80 2 27,000
EGI-Oligo-360 ATTO647N (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-361 5 ATTO647N 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-362 3' ATTO647N 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-363 ATTOB647N (Internal) 0.2 umole HPLC 80 3 38,000
EGI-Oligo-364 5 ATTO647N 1.0 umole HPLC 80 6 43,000

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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o : S Maximum Minimum

EGI Cat No. Modification Synthesis Scale | Purification e Yield [OD]
EGI-Oligo-365 3' ATTO647N 1.0 pmole HPLC 80 6 45,000
EGI-Oligo-366 ATTOB647N (Internal) 1.0 umole HPLC 80 6 48,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [0D]

EGI-Oligo-367 5'ATT0655 50 nmole | HPLC 80 2 25,000
EGI-Oligo-368 3'ATT0655 50 nmole HPLC 80 2 27,000
EGI-Oligo-369 ATTO655 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-370 5'ATT0655 0.2 umole HPLC 80 3 33,000
EGI-Oligo-371 3'ATTO655 0.2 umole HPLC 80 3 35,000
EGI-Oligo-372 ATTO655 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-373 5'ATT0655 1.0 umole HPLC 80 6 43,000
EGI-Oligo-374 3'ATTO655 1.0 umole HPLC 80 6 45,000
EGI-Oligo-375 ATTO655 (Internal) 1.0 umole HPLC 80 6 48,000

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

ength Yield [OD
EGI-Oligo-376 5'ATTO700 50 nmole HPLC 80 2 25,000
EGI-Oligo-377 3'ATTO700 50 nmole HPLC 80 2 27,000
EGI-Oligo-378 ATTO700 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-379 5'ATTO700 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-380 3'ATTO700 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-381 ATTO700 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-382 5'ATTO700 1.0 umole HPLC 80 6 43,000
EGI-Oligo-383 3'ATTO700 1.0 pmole HPLC 80 6 45,000
EGI-Oligo-384 ATTO700 (Internal) 1.0 pmole HPLC 80 6 48,000
0 odiricatio ; oD
EGI-Oligo-385 5' ATTO740 50 nmole HPLC 80 2 25,000
EGI-Oligo-386 3'ATTO740 50 nmole HPLC 80 2 27,000
EGI-Oligo-387 ATTO740 (Internal) 50 nmole HPLC 80 2 30,000
EGI-Oligo-388 5'ATTO740 0.2 pmole HPLC 80 3 33,000
EGI-Oligo-389 3'ATTO740 0.2 pmole HPLC 80 3 35,000
EGI-Oligo-390 ATTO740 (Internal) 0.2 pmole HPLC 80 3 38,000
EGI-Oligo-391 5'ATTO740 1.0 umole HPLC 80 6 43,000
EGI-Oligo-392 3'ATTO740 1.0 umole HPLC 80 6 45,000
EGI-Oligo-393 ATTO740 (Internal) 1.0 pmole HPLC 80 6 48,000

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale | Purification e Yield [0D]
EGI-Oligo-394 5' Rhodamin Green 50 nmole HPLC 80 2 15,600
EGI-Oligo-395 3' Rhodamin Green 50 nmole HPLC 80 2 17,600
EGI-Oligo-396 Rhodamin Green (Internal) 50 nmole HPLC 80 2 21,600
EGI-Oligo-397 5' Rhodamin Green 0.2 umole HPLC 80 3 23,600
EGI-Oligo-398 3' Rhodamin Green 0.2 umole HPLC 80 3 25,600
EGI-Oligo-399 Rhodamin Green (Internal) 0.2 umole HPLC 80 3 29,600

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield

oD

EGI-Oligo-400 5' Rhodamin Red 50 nmole HPLC 80 2 15,600
EGI-Oligo-401 3' Rhodamin Red 50 nmole HPLC 80 2 17,600
EGI-Oligo-402 Rhodamin Red (Internal) 50 nmole HPLC 80 2 21,600
EGI-Oligo-403 5' Rhodamin Red 0.2 umole HPLC 80 3 23,600
EGI-Oligo-404 3' Rhodamin Red 0.2 pmole HPLC 80 3 25,600
EGI-Oligo-405 Rhodamin Red (Internal) 0.2 pmole HPLC 80 3 29,600

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum
Length

Minimum

Yield [OD

EGI-Oligo-406 5' ATTO610 50 nmole HPLC 80 2 13,500
EGI-Oligo-407 3'ATTO610 50 nmole HPLC 80 2 15,600
EGI-Oligo-408 ATTO610 (Internal) 50 nmole HPLC 80 2 17,200
EGI-Oligo-409 5'ATTO610 0.2 umole HPLC 80 3 21,500
EGI-Oligo-410 3'ATTO610 0.2 umole HPLC 80 3 23,600
EGI-Oligo-411 ATTO610 (Internal) 0.2 pmole HPLC 80 3 25,200
EGI-Oligo-412 5' ATTO610 1.0 umole HPLC 80 6 31,500
EGI-Oligo-413 3'ATTO610 1.0 pmole HPLC 80 6 33,600
EGI-Oligo-414 ATTO610 (Internal) 1.0 umole HPLC 80 6 35,200
: SEIEERS g eld [OD
EGI-Oligo-415 5'ATTO05% 50 nmole HPLC 80 2 13,500
EGI-Oligo-416 3'ATTO5% 50 nmole HPLC 80 2 15,600
EGI-Oligo-417 ATTO594 (Internal) 50 nmole HPLC 80 2 17,200
EGI-Oligo-418 5'ATT0594 0.2 pmole HPLC 80 3 21,500
EGI-Oligo-419 3'ATT05% 0.2 pmole HPLC 80 3 23,600
EGI-Oligo-420 ATTO5%4 (Internal) 0.2 umole HPLC 80 3 25,200
EGI-Oligo-421 5'ATT0594 1.0 pmole HPLC 80 6 31,500
EGI-Oligo-422 3'ATT05%4 1.0 pmole HPLC 80 6 33,600
EGI-Oligo-423 ATTO594 (Internal) 1.0 umole HPLC 80 6 35,200

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale ~ Purification e Yield [0D]
EGI-Oligo-424 5' Texas Red 50 nmole HPLC 80 2 15,800
EGI-Oligo-425 3' Texas Red 50 nmole HPLC 80 2 18,000
EGI-Oligo-426 Texas Red (Internal) 50 nmole HPLC 80 2 20,000
EGI-Oligo-427 5'Texas Red 0.2 umole HPLC 80 3 23,800
EGI-Oligo-428 3' Texas Red 0.2 pmole HPLC 80 3 26,000
EGI-Oligo-429 Texas Red (Internal) 0.2 pmole HPLC 80 3 28,000
EGI-Oligo-430 5' Texas Red 1.0 pmole HPLC 80 6 33,800
EGI-Oligo-431 3' Texas Red 1.0 umole HPLC 80 6 36,000
EGI-Oligo-432 Texas Red (Internal) 1.0 umole HPLC 80 6 38,000

EGI Cat No. Modification Synthesis Scale  Purification  Maximum Mg}g‘}ggl
EGI-Oligo-433 5'Yakima Yellow 50 nmole HPLC 80 2 23,000
EGI-Oligo-434 5'Yakima Yellow 0.2 umole HPLC 80 3 31,000
EGI-Oligo-435 5'Yakima Yellow 1.0 pmole HPLC 80 6 41,000

EGI Cat No. Modification Synthesis Scale | Purification Mf;ltj;:]

EGI-Oligo-436 5'JOE 50 nmole HPLC 80 2 | 22,500
EGI-Oligo-437 3'JOE 50 nmole HPLC 80 2 25,700
EGI-Oligo-438 JOE (Internal) 50 nmole HPLC 80 2 27,300
EGI-Oligo-439 5'JOE 0.2 pmole HPLC 80 3 30,500
EGI-Oligo-440 3'JOE 0.2 pmole HPLC 80 3 33,700
EGI-Oligo-441 JOE (Internal) 0.2 pmole HPLC 80 3 35,300

EGI Cat No. Modification Synthesis Scale  Purification Ma;"nm“m \"("Ig};mgrg
EGI-Oligo-442 5'ROX 50 nmole HPLC 80 2 22,500
EGI-Oligo-443 3'ROX 50 nmole HPLC 80 2 25,700
EGI-Oligo-444 ROX (Internal) 50 nmole HPLC 80 2 27,300
EGI-Oligo-445 5'ROX 0.2 pmole HPLC 80 3 30,500
EGI-Oligo-446 3'ROX 0.2 pmole HPLC 80 3 33,700
EGI-Oligo-447 ROX (Internal) 0.2 pmole HPLC 80 3 35,300

: RS : & : = nath d [OD
EGI-Oligo-448 5' Oregon Green 488 50 nmole HPLC 80 2 22,500
EGI-Oligo-449 3' Oregon Green 488 50 nmole HPLC 80 2 25,700
EGI-Oligo-450 Oregon Green 488 (Internal) 50 nmole HPLC 80 2 27,300
EGI-Oligo-451 5'Oregon Green 488 0.2 umole HPLC 80 3 30,500
EGI-Oligo-452 3' Oregon Green 488 0.2 umole HPLC 80 3 33,700
EGI-Oligo-453 Oregon Green 488 (Internal) 0.2 pmole HPLC 80 3 35,300

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins Genomics India Pyt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |63
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification e Yield [0D)]
EGI-Oligo-454 5' Oregon Green 514 50 nmole HPLC 80 2 14,500
EGI-Oligo-455 3" Oregon Green 514 50 nmole HPLC 80 2 16,500
EGI-Oligo-456 Oregon Green 514 (Internal) 50 nmole HPLC 80 2 18,500
EGI-Oligo-457 5'Oregon Green 514 0.2 umole HPLC 80 3 22,500
EGI-Oligo-458 Oregon Green 514 0.2 umole HPLC 80 3 24,500
EGI-Oligo-459 Oregon Green 514 (Internal) 0.2 umole HPLC 80 3 26,500

EGI Cat No. Modification Synthesis Scale  Purification Mfe"::;‘t‘? \"("IQL”ESFS]
EGI-Oligo-460 5'Black Hole Quencher 1 50 nmole HPLC 80 2 24,600
EGI-Oligo-461 3'Black Hole Quencher 1 50 nmole HPLC 80 2 25,800
EGI-Oligo-462 5'Black Hole Quencher 1 0.2 pmole HPLC 80 3 32,600
EGI-Oligo-463 3'Black Hole Quencher 1 0.2 umole HPLC 80 3 33,800
EGI-Oligo-464 5'Black Hole Quencher 1 1.0 pmole HPLC 80 6 42,600
EGI-Oligo-465 3'Black Hole Quencher 1 1.0 pmole HPLC 80 6 43,800

EGI Cat No. Modification Synthesis Scale  Purification MLa:'nr;‘t’;“ \'\(/:Ienkljm[gg]
EGI-Oligo-466 | 5'Black Hole Quencher 2 | 50nmole | HPLC | 80 2 | 33,600
EGI-Oligo-467 3' Black Hole Quencher 2 50 nmole HPLC 80 2 34,700
EGI-Oligo-468 5'Black Hole Quencher 2 0.2 pmole HPLC 80 3 41,600
EGI-Oligo-469 3'Black Hole Quencher 2 0.2 pmole HPLC 80 3 42,700
EGI-Oligo-470 5'Black Hole Quencherr 2 1.0 umole HPLC 80 6 51,600
EGI-Oligo-471 3'Black Hole Quencher 2 1.0 umole HPLC 80 6 52,700

EGI Cat No. Modification Synthesis Scale  Purification  Meximum m:}:j"}gg]
EGI-Oligo-472 5' BHQ1-dT 0.2 pmole HPLC 80 3 19,000
EGI-Oligo-473 BHQ1-dT (Internal) 0.2 pmole HPLC 80 3 21,000
EGI-Oligo-474 5' BHQ1-dT 1.0 pmole HPLC 80 6 27,000
EGI-Oligo-475 BHQ1-dT (Internal) 1.0 pmole HPLC 80 6 29,000

EGI Cat No. Modification Synthesis Scale  Purification Ma'm“m

EGI-Oligo-476 5' BHQ2-dT 0.2 umole HPLC 80 3 27,500
EGI-Oligo-477 BHQ2-dT (Internal) 0.2 umole HPLC 80 3 28,400
EGI-Oligo-478 5' BHQ2-dT 1.0 umole HPLC 80 6 35,500
EGI-Oligo-479 BHQ2-dT (Internal) 1.0 umole HPLC 80 6 36,400
*Modification ( Price inrupees includes base and HPLC charges).
:E:reosfir?:tra(;esn?)’:r’l)ili:csab::&ia Pt Ltd reserves the right toadd or discontinue  item without prior notice. PAGE |64

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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o : o Maximum ~ Minimum Price
EGI Cat No. Modification Synthesis Scale | Purification Yield [0D]
EGI-Oligo-480 5' Dabcyl 50 nmole HPLC 80 2 14,500
EGI-Oligo-481 3' Dabcyl 50 nmole HPLC 80 2 15,500
EGI-Oligo-482 5' Dabeyl 0.2 umole HPLC 80 3 22,500
EGI-Oligo-483 3' Dabcyl 0.2 ymole HPLC 80 3 23,500
EGI-Oligo-484 5' Dabeyl 1.0 umole HPLC 80 6 32,500
EGI-Oligo-485 3' Dabeyl 1.0 umole HPLC 80 6 33,500

Maximum Minimum

EGI Cat No. Length Yield [OD]

Modification

Synthesis Scale

Purification

EGI-Oligo-486 Dabcyl-dT (Internal) 50 nmole HPLC 80 2 27,800

EGI-Oligo-487 Dabcyl-dT (Internal) 0.2 pmole HPLC 80 3 35,800

EGI-Oligo-488 Dabcyl-dT (Internal) 1.0 pmole HPLC 80 6 45,800
Spacers

Minimum
Yield [OD]

Maximum

EGI Cat No. Modification Purification

Synthesis Scale

EGI-Oligo-489 5' Spacer C18 50 nmole HPLC 80 2 10,100
EGI-Oligo-490 Spacer C18 (Internal) 50 nmole HPLC 80 2 12,100
EGI-Oligo-491 5' Spacer C18 0.2 pmole HPLC 80 3 18,100
EGI-Oligo-492 Spacer C18 (Internal) 0.2 umole HPLC 80 3 20,100
EGI-Oligo-493 5' Spacer C18 1.0 pmole HPLC 80 6 28,100
EGI-Oligo-494 Spacer C18 (Internal) 1.0 umole HPLC 80 6 30,100
EGI Cat No. Modification Synthesis Scale = Purification Ma;ﬂmum \l\(/l,ler}(ljn}gS]
EGI-Oligo-495 5' Spacer C3 50 nmole HPLC 80 2 12,200
EGI-Oligo-496 3' Spacer C3 50 nmole HPLC 80 2 13,200
EGI-Oligo-497 Spacer C3 (Internal) 50 nmole HPLC 80 2 15,200
EGI-Oligo-498 5' Spacer C3 0.2 umole HPLC 80 3 20,200
EGI-Oligo-499 3' Spacer C3 0.2 pmole HPLC 80 3 21,200
EGI-Oligo-500 Spacer C3 (Internal) 0.2 umole HPLC 80 3 23,200
EGI-Oligo-501 5' Spacer C3 1.0 pmole HPLC 80 6 30,200
EGI-Oligo-502 3' Spacer C3 1.0 pmole HPLC 80 6 31,200
EGI-Oligo-503 Spacer C3 (Internal) 1.0 pmole HPLC 80 6 33,200
o : o Maximum Minimum Price
EGI Cat No. Modification Synthesis Scale = Purification Lenath Yield 10D ®

EGI-Oligo-504 5' dSpacer | sommole | HPLC | 80 [ 2 [ 12300
EGI-Oligo-505 dSpacer (Internal) 50 nmole HPLC 80 2 13,400
EGI-Oligo-506 5" dSpacer 0.2 umole HPLC 80 3 20,300
EGI-Oligo-507 dSpacer (Internal) 0.2 umole HPLC 80 3 21,400
EGI-Oligo-508 5' dSpacer 1.0 pmole HPLC 80 6 30,300
EGI-Oligo-509 dSpacer (Internal) 1.0 pmole HPLC 80 6 31,400

*Modification (Price inrupees includes base and HPLC charges).

:?:r?ﬁ:? raGa:ni‘:r‘:i“ccsabII:&ia Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |65

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Miscellaneous Mods

——— : o Maximum Minimum Price
EGI Cat No. Modification Synthesis Scale  Purification Lol Yield [OD)] ®
EGI-Oligo-510 5' Digoxigenin 50 nmole HPLC 80 2 17,200
EGI-Oligo-511 3' Digoxigenin 50 nmole HPLC 80 2 18,800
EGI-Oligo-512 Digoxigenin (Internal) 50 nmole HPLC 80 2 20,800
EGI-Oligo-513 5' Digoxigenin 0.2 pmole HPLC 80 3 25,200
EGI-Oligo-514 3' Digoxigenin 0.2 umole HPLC 80 3 26,800
EGI-Oligo-515 Digoxigenin (Internal) 0.2 pmole HPLC 80 3 28,800
EGI-Oligo-516 5' Digoxigenin 1.0 umole HPLC 80 6 35,200
EGI-Oligo-517 3' Digoxigenin 1.0 umole HPLC 80 6 36,800
EGI-Oligo-518 Digoxigenin (Internal) 1.0 umole HPLC 80 6 38,800
o : et Maximum Minimum
EGI Cat No. Modification Synthesis Scale  Purification 5 Yield [OD]
EGI-Oligo-519 5' DNP 50 nmole HPLC 80 2 18,500
EGI-Oligo-520 DNP (Internal) 50 nmole HPLC 80 2 20,200
EGI-Oligo-521 5" DNP 0.2 umole HPLC 80 3 26,500
EGI-Oligo-522 DNP (Internal) 0.2 pmole HPLC 80 3 28,200
EGI-Oligo-523 5' DNP 1.0 pmole HPLC 80 6 36,500
EGI-Oligo-524 DNP (Internal) 1.0 pmole HPLC 80 6 38,200
EGI Cat No. Modification Synthesis Scae  Purification XM Mg}g‘}ggl
EGI-Oligo-525  Phosphorothioate bases (PTO) ( 50 nmole HPLC 40 2 8,100
EGI-Oligo-526 ~ Phosphorothioate bases (PTO) ( 50 nmole HPLC 80 2 9,100
EGI-Oligo-527  Phosphorothioate bases (PTO) ( 0.2 pmole HPLC 40 3 16,100
EGI-Oligo-528  Phosphorothioate bases (PTO) ( 0.2 pmole HPLC 80 3 17,100
EGI-Oligo-529  Phosphorothioate bases (PTO) ( 1.0 pmole HPLC 40 6 26,100
EGI-Oligo-530  Phosphorothioate bases (PTO) ( 1.0 pmole HPLC 80 6 27,100

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Length

Minimum

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.

EGI-Oligo-531 5'TINA 50nmole | HPLC | 80 12,200
EGI-Oligo-532 5'TINA 0.2 umole HPLC 80 20,200
EGI-Oligo-533 5'TINA 1.0 umole HPLC 80 30,200
EGI Cat No. Modification Synthesis Scale  Purification Maimum Minimum

EGI-Oligo-534 5'Bodipy FL 50 nmole HPLC 80 2 15,200
EGI-Oligo-535 3' Bodipy FL 50 nmole HPLC 80 2 17,200
EGI-Oligo-536 Bodipy FL (Internal) 50 nmole HPLC 80 2 19,200
EGI-Oligo-537 5'Bodipy FL 0.2 umole HPLC 80 3 23,200
EGI-Oligo-538 3' Bodipy FL 0.2 umole HPLC 80 3 25,200
EGI-Oligo-539 Bodipy FL (Internal) 0.2 umole HPLC 80 3 27,200

:Modification (Pricg inrupees includes base and HPLC charges).

'?:r?ﬁ:? raGa:ni‘:r‘:i“ccsabII:&ia Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |66




3% eurofins

Genomics

CUSTOM OLIGO MODIFICATIONS

EGI Cat No. Modification Synthesis Scale  Purification Mféggltj{ln Yield [OD]
EGI-Oligo-540 5' Bodipy FL 1.0 umole HPLC 80 6 33,100
EGI-Oligo-541 3' Bodipy FL 1.0 pmole HPLC 80 6 41,100
EGI-Oligo-542 Bodipy FL (Internal) 1.0 pmole HPLC 80 6 51,100

EGI Cat No. Modification Synthesis Scale | Purification Mfé'nrgtt’rr? \I\(lllg;ém[grg]
EGI-Oligo-543 5' Bodipy 530/550 | 50 nmole HPLC 80 2 15,200
EGI-Oligo-544 3' Bodipy 530/550 50 nmole HPLC 80 2 17,200
EGI-Oligo-545 Bodipy 530/550 (Internal) 50 nmole HPLC 80 2 19,200
EGI-Oligo-546 5'Bodipy 530/550 0.2 pmole HPLC 80 3 23,200
EGI-Oligo-547 3' Bodipy 530/550 0.2 ymole HPLC 80 3 25,200
EGI-Oligo-548 Bodipy 530/550 (Internal) 0.2 pmole HPLC 80 3 27,200
EGI-Oligo-549 5' Bodipy 530/550 1.0 umole HPLC 80 6 33,200
EGI-Oligo-550 3'Bodipy 530/550 1.0 umole HPLC 80 6 35,200
EGI-Oligo-551 Bodipy 530/550 (Internal) 1.0 pmole HPLC 80 6 37,200

EGI Cat No. Modification Synthesis Scale  Purification Mfe"g’;‘t‘t? V.'e%m[é'é‘]
EGI-Oligo-552 5' Bodipy TMR-X | 50 nmole HPLC 80 2 14,800
EGI-Oligo-553 3' Bodipy TMR-X 50 nmole HPLC 80 2 16,800
EGI-Oligo-554 Bodipy TMR-X (Internal) 50 nmole HPLC 80 2 18,500
EGI-Oligo-555 5' Bodipy TMR-X 0.2 umole HPLC 80 3 22,800
EGI-Oligo-556 3' Bodipy TMR-X 0.2 pmole HPLC 80 3 24,800
EGI-Oligo-557 Bodipy TMR-X (Internal) 0.2 pmole HPLC 80 3 26,500
EGI-Oligo-558 5' Bodipy TMR-X 1.0 pmole HPLC 80 6 32,800
EGI-Oligo-559 3' Bodipy TMR-X 1.0 pmole HPLC 80 6 34,800
EGI-Oligo-560 Bodipy TMR-X (Internal) 1.0 pmole HPLC 80 6 36,500

0 OC dllo d 10D
EGI-Oligo-561 5' Bodipy 630/650 50 nmole HPLC 80 2 14,800
EGI-Oligo-562 3' Bodipy 630/650 50 nmole HPLC 80 2 16,800
EGI-Oligo-563 Bodipy 630/650 (Internal) 50 nmole HPLC 80 2 18,500
EGI-Oligo-564 5' Bodipy 630/650 0.2 umole HPLC 80 3 22,800
EGI-Oligo-565 3' Bodipy 630/650 0.2 pmole HPLC 80 3 24,800
EGI-Oligo-566 Bodipy 630/650 (Internal) 0.2 pmole HPLC 80 3 26,500
EGI-Oligo-567 5' Bodipy 630/650 1.0 umole HPLC 80 6 32,800
EGI-Oligo-568 3' Bodipy 630/650 1.0 umole HPLC 80 6 34,800
EGI-Oligo-569 Bodipy 630/650 (Internal) 1.0 pmole HPLC 80 6 36,500

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

EGI-Oligo-570 5' Bodipy 650/665 50 nmole HPLC 80 2 14,800
EGI-Oligo-571 3' Bodipy 650/665 50 nmole HPLC 80 2 16,800
EGI-Oligo-572 Bodipy 650/665 (Internal) 50 nmole HPLC 80 2 18,500
EGI-Oligo-573 5' Bodipy 650/665 0.2 ymole HPLC 80 3 22,800
EGI-Oligo-574 3' Bodipy 650/665 0.2 uymole HPLC 80 3 24,800
EGI-Oligo-575 Bodipy 650/665 (Internal) 0.2 umole HPLC 80 3 26,500
EGI-Oligo-576 5' Bodipy 650/665 1.0 pmole HPLC 80 6 32,800
EGI-Oligo-577 3' Bodipy 650/665 1.0 pmole HPLC 80 6 34,800
EGI-Oligo-578 Bodipy 650/665 (Internal) 1.0 pmole HPLC 80 6 36,500
EGI Cat No. Modification Synthesis Scale | Purification Mfé('nrgl#:‘ \’\;llgmgrgl
EGI-Oligo-579 5' DY-415 50 nmole HPLC 80 2 14,500
EGI-Oligo-580 3'DY-415 50 nmole HPLC 80 2 16,500
EGI-Oligo-581 DY-415 (Internal) 50 nmole HPLC 80 2 20,500
EGI-Oligo-582 5' DY-415 0.2 umole HPLC 80 3 22,500
EGI-Oligo-583 3'DY-415 0.2 umole HPLC 80 3 24,500
EGI-Oligo-584 DY-415 (Internal) 0.2 pmole HPLC 80 3 28,500
EGI-Oligo-585 5' DY-415 1.0 umole HPLC 80 6 32,500
EGI-Oligo-586 3'DY-415 1.0 umole HPLC 80 6 34,500
EGI-Oligo-587 DY-415 (Internal) 1.0 umole HPLC 80 6 38,500

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [0D]

EGI-Oligo-588 5' DY-549 50 nmole | HPLC 80 2 14,500
EGI-Oligo-589 3'DY-549 50 nmole HPLC 80 2 16,500
EGI-Oligo-590 DY-549 (Internal) 50 nmole HPLC 80 2 20,500
EGI-Oligo-591 5' DY-549 0.2 pmole HPLC 80 3 22,500
EGI-Oligo-592 3'DY-549 0.2 pmole HPLC 80 3 24,500
EGI-Oligo-593 DY-549 (Internal) 0.2 pmole HPLC 80 3 28,500
EGI-Oligo-594 5' DY-549 1.0 umole HPLC 80 6 32,500
EGI-Oligo-595 3'DY-549 1.0 umole HPLC 80 6 34,500
EGI-Oligo-596 DY-549 (Internal) 1.0 pmole HPLC 80 6 38,500
EGI Cat No. Modification Synthesis Scale  Purification Mfé‘::g‘t‘}:“ wﬂgnl;]
EGI-Oligo-597 5' DY-649 50 nmole | HPLC 80 2 14,500
EGI-Oligo-598 3'DY-649 50 nmole HPLC 80 2 16,500
EGI-Oligo-599 DY-649 (Internal) 50 nmole HPLC 80 2 20,500
EGI-Oligo-600 5' DY-649 0.2 pmole HPLC 80 3 22,500
EGI-Oligo-601 3'DY-649 0.2 umole HPLC 80 3 24,500
EGI-Oligo-602 DY-649 (Internal) 0.2 pmole HPLC 80 3 28,500
EGI-Oligo-603 5' DY-649 1.0 pmole HPLC 80 6 32,500
EGI-Oligo-604 3'DY-649 1.0 pmole HPLC 80 6 34,500
EGI-Oligo-605 DY-649 (Internal) 1.0 umole HPLC 80 6 38,500

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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EGI Cat No. Modification Synthesis Scale | Purification Mfé'nrgw mg;én}gg]
EGI-Oligo-606 5' DY-610 50 nmole HPLC 80 2 | 14,500
EGI-Oligo-607 3'DY-610 50 nmole HPLC 80 2 16,500
EGI-Oligo-608 DY-610 (Internal) 50 nmole HPLC 80 2 20,500
EGI-Oligo-609 5' DY-610 0.2 pmole HPLC 80 3 22,500
EGI-Oligo-610 3'DY-610 0.2 ymole HPLC 80 3 24,500
EGI-Oligo-611 DY-610 (Internal) 0.2 pmole HPLC 80 3 28,500
EGI-Oligo-612 5' DY-610 1.0 pmole HPLC 80 6 32,500
EGI-Oligo-613 3'DY-610 1.0 pmole HPLC 80 6 34,500
EGI-Oligo-614 DY-610 (Internal) 1.0 ymole HPLC 80 6 38,500

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

EGI-Oligo-615 5 DY-480 XL 50 nmole HPLC 80 2 | 14,500
EGI-Oligo-616 3' DY-480 XL 50 nmole HPLC 80 2 16,500
EGI-Oligo-617 DY-480 XL (Internal) 50 nmole HPLC 80 2 20,500
EGI-Oligo-618 5'DY-480 XL 0.2 umole HPLC 80 3 22,500
EGI-Oligo-619 3' DY-480 XL 0.2 umole HPLC 80 3 24,500
EGI-Oligo-620 DY-480 XL (Internal) 0.2 pmole HPLC 80 3 28,500
EGI-Oligo-621 5' DY-480 XL 1.0 umole HPLC 80 6 32,500
EGI-Oligo-622 3' DY-480 XL 1.0 umole HPLC 80 6 34,500
EGI-Oligo-623 DY-480 XL (Internal) 1.0 umole HPLC 80 6 38,500

EGI Cat No.

Modification

Synthesis Scale

Purification

Maximum

Minimum

Length

Yield [OD]

EGI-Oligo-624 5'Fluorescein isothiocyanate [FITC] | 50 nmole HPLC 80 2 | 11,100
EGI-Oligo-625 J'Fluorescein isothiocyanate [FITC] 50 nmole HPLC 80 2 14,200
EGI-Oligo-626  Fluorescein isothiocyanate [FITC] (Internal) 50 nmole HPLC 80 2 16,800
EGI-Oligo-627 5'Fluorescein isothiocyanate [FITC] 0.2 ymole HPLC 80 3 19,100
EGI-Oligo-628 J'Fluorescein isothiocyanate [FITC] 0.2 pmole HPLC 80 3 22,200
EGI-Oligo-629 Fluoresceinthiocyanat (FITC) (Internal) 0.2 pmole HPLC 80 3 24,800
EGI-Oligo-630 5'Fluorescein isothiocyanate [FITC] 1.0 umole HPLC 80 6 29,100
EGI-Oligo-631 J'Fluorescein isothiocyanate [FITC] 1.0 pmole HPLC 80 6 32,200
EGI-Oligo-632  Fluorescein isothiocyanate [FITC] (Internal) 1.0 pmole HPLC 80 6 34,800
- SEEISERS g eld [OD
EGI-Oligo-633 5'LC 610 50 nmole HPLC 80 2 26,200
EGI-Oligo-634 3'LC 610 50 nmole HPLC 80 2 28,200
EGI-Oligo-635 LC 610 (Internal) 50 nmole HPLC 80 2 30,200
EGI-Oligo-636 5'LC 610 0.2 pmole HPLC 80 3 34,200
EGI-Oligo-637 3'LC 610 0.2 ymole HPLC 80 3 36,200
EGI-Oligo-638 LC 610 (Internal) 0.2 pmole HPLC 80 3 38,200
EGI-Oligo-639 5'LC 610 1.0 umole HPLC 80 6 44,200
EGI-Oligo-640 3'LC610 1.0 umole HPLC 80 6 46,200
EGI-Oligo-641 LC 610 (Internal) 1.0 pmole HPLC 80 6 48,200

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale | Purification Length Yield [0D]
EGI-Oligo-642 5'LC 640 50 nmole HPLC 80 2 26,200
EGI-Oligo-643 3'LC 640 50 nmole HPLC 80 2 28,200
EGI-Oligo-644 LC 640 (Internal) 50 nmole HPLC 80 2 30,200
EGI-Oligo-645 5'LC 640 0.2 pmole HPLC 80 3 34,200
EGI-Oligo-646 3'LC 640 0.2 pmole HPLC 80 3 36,200
EGI-Oligo-647 LC 640 (Internal) 0.2 umole HPLC 80 3 38,200
EGI-Oligo-648 5'LC 640 1.0 pmole HPLC 80 6 44,200
EGI-Oligo-649 3'LC 640 1.0 pmole HPLC 80 6 46,200
EGI-Oligo-650 LC 640 (Internal) 1.0 pmole HPLC 80 6 48,200

Chimeric: DNA/RNA Qligos

Maximum Minimum

EGI Cat No. Modification Synthesis Scale | Purification Length Yield [OD]
EGI-Oligo-651 5'2'-0 Methyl-A 50 nmole HPLC 80 2 7,800
EGI-Oligo-652 3'2-0 Methyl-A 50 nmole HPLC 80 2 9,800
EGI-Oligo-653 2'-O Methyl-A (Internal) 50 nmole HPLC 80 2 11,800
EGI-Oligo-654 5'2'-0 Methyl-A 0.2 umole HPLC 80 3 15,800
EGI-Oligo-655 3' 20 Methyl-A 0.2 pmole HPLC 80 3 17,800
EGI-Oligo-656 2'-O Methyl-A (Internal) 0.2 pmole HPLC 80 3 19,800
EGI-Oligo-657 5'2'-0 Methyl-A 1.0 pymole HPLC 80 6 25,800
EGI-Oligo-658 3'2-0 Methyl-A 1.0 pymole HPLC 80 6 27,800
EGI-Oligo-659 2'-O Methyl-A (Internal) 1.0 pmole HPLC 80 6 29,800

Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification Length Yield [OD]
EGI-Oligo-660 5'2'-0 Methyl-C 50 nmole HPLC 80 2 7,800
EGI-Oligo-661 3' 2-0 Methyl-C 50 nmole HPLC 80 2 9,800
EGI-Oligo-662 2'-O Methyl-C (Internal) 50 nmole HPLC 80 2 11,800
EGI-Oligo-663 5'2'-0 Methyl-C 0.2 pmole HPLC 80 3 15,800
EGI-Oligo-664 3' 2-0 Methyl-C 0.2 ymole HPLC 80 3 17,800
EGI-Oligo-665 2'-O Methyl-C (Internal) 0.2 ymole HPLC 80 3 19,800
EGI-Oligo-666 5'2'-0 Methyl-C 1.0 pmole HPLC 80 6 25,800
EGI-Oligo-667 3'2'-0 Methyl-C 1.0 umole HPLC 80 6 27,800
EGI-Oligo-668 2'-O Methyl-C (Internal) 1.0 pmole HPLC 80 6 29,800

EGI Cat No. Modification Synthesis Scale  Purification Mfghrgl:? mmg'g]
EGI-Oligo-669 5'2-0 Methyl-G 50 nmole HPLC 80 2 7,800
EGI-Oligo-670 3' 20 Methyl-G 50 nmole HPLC 80 2 9,800
EGI-Oligo-671 2'-0 Methyl-G (Internal) 50 nmole HPLC 80 2 11,800
EGI-Oligo-672 5'2'-0 Methyl-G 0.2 pmole HPLC 80 3 15,800
EGI-Oligo-673 3' 20 Methyl-G 0.2 ymole HPLC 80 3 17,800

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |70
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Maximum Minimum

EGI Cat No. Modification Synthesis Scale = Purification Length Yield [OD]
EGI-Oligo-674 2'-0 Methyl-G (Internal) 0.2 pmole HPLC 80 3 19,800
EGI-Oligo-675 5'2'-0 Methyl-G 1.0 umole HPLC 80 6 25,800
EGI-Oligo-676 3'2'-0O Methyl-G 1.0 pmole HPLC 80 6 27,800
EGI-Oligo-677 2'-0O Methyl-G (Internal) 1.0 pmole HPLC 80 6 29,800

o ' T Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification Yield [OD]
EGI-Oligo-678 5'2-0 Methyl-U 50 nmole HPLC 80 2 7,800
EGI-Oligo-679 3'2-0 Methyl-U 50 nmole HPLC 80 2 9,800
EGI-Oligo-680 2'-O Methyl-U (Internal) 50 nmole HPLC 80 2 11,800
EGI-Oligo-681 5'2-0 Methyl-U 0.2 pmole HPLC 80 3 15,800
EGI-Oligo-682 3'2-0 Methyl-U 0.2 pmole HPLC 80 3 17,800
EGI-Oligo-683 2'-0 Methyl-U (Internal) 0.2 pmole HPLC 80 3 19,800
EGI-Oligo-684 5'2-0 Methyl-U 1.0 umole HPLC 80 6 25,800
EGI-Oligo-685 3'2'-0 Methyl-U 1.0 pmole HPLC 80 6 27,800
EGI-Oligo-686 2'-0 Methyl-U (Internal) 1.0 pmole HPLC 80 6 29,800

Additional Services:
EGI Cat No. Description Price (X )
Oligo_WOB Wobplgs W|tt_1 non-deflned.ratlo (two different kind of wobbles per FOC
modified oligo are possible)

Oligo_WOB_5" | 5'orinternal wobbles with defined ratio (not available for IRD 700/ 800) 1200/WOB
Oligo_WOB_3" | 3'Wobble (start material; not available for IRD 700/ 800) 900/0ligo
Oligo_Norm Concentration adjustmentintubes (shipmentin distilled water) 112/ Oligo
Oligo_Aliq Multiple aliquoting in tubes (up to 10 aliquots available) 168/ Aliquot
Oligo_Pool Mixing of oligos in one tube 112/ Oligo
Oligo_MS Report | MALDI QC Report 100/ Oligo

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |71
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Notes:

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |72
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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RNA Custom Oligos

Customer specific high-quality RNA oligo’s.
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CUSTOM RNA SYNTHESIS
EGI Cat No. Synthesis Scale  Purification Mfg'n“&;‘rf]“ Q’:g}('j”[‘gg] Pricelbase  Price(% )/Desalt
EGI-Oligo-687 50 nmole Desalt 40 1 700 FOC
EGI-Oligo-688 0.2 pmole Desalt 40 2 890 FOC
EGI-Oligo-689 1.0 umole Desalt 40 3 1175 FOC
EGI-Oligo-690 50 nmole HPLC 40 1 750 FOC
EGI-Oligo-691 0.2 ymole HPLC 40 2 940 FOC
EGI-Oligo-692 1.0 umole HPLC 40 3 1225 FOC

CUSTOM RNA MODIFICATIONS-5' Modification

EGI Cat No. Modification Synthesis Scale = Purification Mfé:]";ltjtr:] \’\Agmgg]
EGI-Oligo-693 5" Amino C12 50 nmole HPLC 40 1 30,800
EGI-Oligo-694 5" Amino C6 50 nmole HPLC 40 1 32,800
EGI-Oligo-695 5' Biotin 50 nmole HPLC 40 1 33,800
EGI-Oligo-696 5' Biotin (TEQ) 50 nmole HPLC 40 1 37,200
EGI-Oligo-697 5' Cholesteryl TEG 50 nmole HPLC 40 1 35,300
EGI-Oligo-698 5'Cy3 50 nmole HPLC 40 1 37,200
EGI-Oligo-699 5'Cy5 50 nmole HPLC 40 1 37,200
EGI-Oligo-700 5'FAM 50 nmole HPLC 40 1 35,700
EGI-Oligo-701 5" HEX 50 nmole HPLC 40 1 35,700
EGI-Oligo-702 5' Phosphate 50 nmole HPLC 40 1 31,900
EGI-Oligo-703 5'Tamara 50 nmole HPLC 40 1 35,700
EGI-Oligo-704 5 TET 50 nmole HPLC 40 1 35,700

EGI Cat No.

Modification

CUSTOM RNA MODIFICATIONS-3" Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

EGI-Oligo-705 3' 2',3'DideoxyC 50 nmole HPLC 40 1 38,700
EGI-Oligo-706 3'Amino C3 50 nmole HPLC 40 1 32,400
EGI-Oligo-707 3'Amino C6 50 nmole HPLC 40 1 32,400
EGI-Oligo-708 3'Amino C7 50 nmole HPLC 40 1 32,400
EGI-Oligo-709 3' 5-Methyl-dc 50 nmole HPLC 40 1 33,800
EGI-Oligo-710 3'BHQ 1 50 nmole HPLC 40 1 45,800
EGI-Oligo-711 3'BHQ 2 50 nmole HPLC 40 1 45,800
EGI-Oligo-712 3' Biotin (TEG) 50 nmole HPLC 40 1 37,200
EGI-Oligo-713 3' Cholesterol 50 nmole HPLC 40 1 34,300
EGI-Oligo-714 3' Dabcyl 50 nmole HPLC 40 1 38,000
EGI-Oligo-715 3' Phosphate 50 nmole HPLC 40 1 31,900
EGI-Oligo-716 3' Spacer 3 50 nmole HPLC 40 1 35,300
EGI-Oligo-717 3' TAMRA 50 nmole HPLC 40 1 35,700

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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CUSTOM RNA MODIFICATIONS

CUSTOM RNA MODIFICATIONS-Internal

EGI Cat No.

Modification

Modification

Synthesis Scale

Purification

Maximum
Length

Minimum
Yield [OD]

EGI-Oligo-718 Fluorescein-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-719 TAMRA-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-720 Biotin-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-721 BHQ1-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-722 Dabcyl-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-723 5-Methyl-dc (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-724 Amino-C6-dT (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-725 Phosphorothioate bases (PTO) (Internal) 50 nmole HPLC 40 1 35,800
EGI-Oligo-726 Spacer C3 (Internal) 50 nmole HPLC 40 1 35,800

*Modification (Price inrupees includes base and HPLC charges).

:T;:rzsﬁ::‘ raGa:nz?Eili:csabllr?&ia Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |74

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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SIMAX™ siRNA

Maximum Minimum

EGI Cat No. Modification Synthesis Scale = Purification Length Yield [0D]
EGI-Oligo-727 Custom siRNA 20 nmole Desalt 27 4 17,700
EGI-Oligo-728 Custom siRNA 40 nmole Desalt 27 8 31,000
EGI-Oligo-729 Custom siRNA 20 nmole HPLC 27 3 32,900
EGI-Oligo-730 Custom siRNA 40 nmole HPLC 27 6 46,500

siRNA Modifications

Maximum Minimum Price

EGI Cat No. Modification Synthesis Scale | Purification

Length  Yield [OD] ®
EGI-Oligo-731 5'FAM 20 nmole HPLC 27 1 41,700
EGI-Oligo-732 5'FAM 40 nmole HPLC 27 2 56,300
EGI-Oligo-733 5" HEX 20 nmole HPLC 27 1 41,700
EGI-Oligo-734 5" HEX 40 nmole HPLC 27 2 56,300
EGI-Oligo-735 5 TET 20 nmole HPLC 27 1 41,700
EGI-Oligo-736 5 TET 40 nmole HPLC 27 2 56,300
EGI-Oligo-737 5'Cy3 20 nmole HPLC 27 1 42,800
EGI-Oligo-738 5'Cy3 40 nmole HPLC 27 2 58,100
EGI-Oligo-739 5'Cy5 20 nmole HPLC 27 1 42,800
EGI-Oligo-740 5'Cy5 40 nmole HPLC 27 2 58,100
EGI-Oligo-741 5' AminoC6 20 nmole HPLC 27 1 37,000
EGI-Oligo-742 5' AminoC6 40 nmole HPLC 27 2 51,600
EGI-Oligo-743 5' Biotin 20 nmole HPLC 27 1 39,400
EGI-Oligo-744 5' Biotin 40 nmole HPLC 27 2 54,500
EGI-Oligo-745 5' Phosphate 20 nmole HPLC 27 1 38,900
EGI-Oligo-746 5' Phosphate 40 nmole HPLC 27 2 53,000
EGI-Oligo-747 3' AminoC7 20 nmole HPLC 27 1 37,900
EGI-Oligo-748 3' AminoC7 40 nmole HPLC 27 2 52,600
EGI-Oligo-749 3' AminoC3 20 nmole HPLC 27 1 38,400
EGI-Oligo-750 3' AminoC3 40 nmole HPLC 27 2 52,600
EGI-Oligo-751 3' Biotin(TEG) 20 nmole HPLC 27 1 42,900
EGI-Oligo-752 3' Biotin(TEG) 40 nmole HPLC 27 2 57,300
EGI-Oligo-753 3' Phosphate 20 nmole HPLC 27 1 37,900
EGI-Oligo-754 3' Phosphate 40 nmole HPLC 27 2 52,500

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |75
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Dual Label Probes

EGI Cat No. Modification Sygtggf‘i: Purification Mfé'r%%{]" \'\(A:I(Iim[lé)rgl
EGI-Oligo-755 5'6-FAM +3'BHQ 1 50 nmole HPLC 40 1 12,200
EGI-Oligo-756 5'6-FAM +3'BHQ 1 0.2 pmole HPLC 40 2 20,000
EGI-Oligo-757 5'HEX +3'BHQ 1 50 nmole HPLC 40 1 16,700
EGI-Oligo-758 5'HEX +3'BHQ 1 0.2 pmole HPLC 40 2 24,700
EGI-Oligo-759 5'JOE +3'BHQ 1 0.2 pmole HPLC 40 2 25,500
EGI-Oligo-760 5' Oregon Green 488 + 3' BHQ 1 0.2 pmole HPLC 40 2 43,800
EGI-Oligo-761 5'TET +3'BHQ 1 50 nmole HPLC 40 1 16,700
EGI-Oligo-762 5'TET +3'BHQ 1 0.2 pmole HPLC 40 2 24,700
EGI-Oligo-763 5'Cy3 +3'BHQ 2 50 nmole HPLC 40 1 18,200
EGI-Oligo-764 5'Cy3 +3'BHQ 2 0.2 pmole HPLC 40 2 26,200
EGI-Oligo-765 5'Cy3.5 +3'BHQ 2 0.2 pmole HPLC 40 2 32,800
EGI-Oligo-766 5'Cy5 +3'BHQ 2 50 nmole HPLC 40 1 18,200
EGI-Oligo-767 5'Cy5 +3'BHQ 2 0.2 pmole HPLC 40 2 26,200
EGI-Oligo-768 5'Cy5.5 +3'BHQ 2 0.2 pmole HPLC 40 2 29,200
EGI-Oligo-769 5'HEX +3'BHQ 2 50 nmole HPLC 40 1 16,800
EGI-Oligo-770 5'HEX +3'BHQ 2 0.2 pmole HPLC 40 2 24,800
EGI-Oligo-771 5'ROX +3'BHQ 2 0.2 pmole HPLC 40 2 25,600
EGI-Oligo-772 5'TAMRA +3' BHQ 2 50 nmole HPLC 40 1 21,900
EGI-Oligo-773 5'TAMRA +3' BHQ 2 0.2 pmole HPLC 40 2 29,900
EGI-Oligo-774 5'Texas Red +3'BHQ 2 0.2 umole HPLC 40 2 25,600
EGI-Oligo-775 5'6-FAM +3' TAMRA 50 nmole HPLC 40 1 25,200
EGI-Oligo-776 5'6-FAM + 3' TAMRA 0.2 pmole HPLC 40 2 33,200
EGI-Oligo-777 5'HEX + 3' TAMRA 50 nmole HPLC 40 1 17,502
EGI-Oligo-778 5'HEX +3' TAMRA 0.2 pmole HPLC 40 2 25,502
EGI-Oligo-779 5'TET + 3' TAMRA 50 nmole HPLC 40 1 17,500
EGI-Oligo-780 5'TET +3' TAMRA 0.2 pmole HPLC 40 2 25,500

A0

® I'.' o
> Fast tum @found tiﬁ HA
» Choose from over 20 pre-defined dye-quencher pairs

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Molecular Beacons

Maximum Minimum

EGI Cat No. Modification Synthesis Scale  Purification Length Yield [OD]
EGI-Oligo-781 5'6-FAM + 3' Dabcyl 50 nmole HPLC 40 1 18,300
EGI-Oligo-782 5'6-FAM + 3' Dabcyl 0.2 pmole HPLC 40 2 26,300
EGI-Oligo-783 5'Cy3 + 3' Dabcyl 50 nmole HPLC 40 1 19,600
EGI-Oligo-784 5'Cy3 + 3' Dabcyl 0.2 pmole HPLC 40 2 27,600
EGI-Oligo-785 5'Cy5 +3'BHQ 2 50 nmole HPLC 40 1 20,400
EGI-Oligo-786 5'Cy5 +3'BHQ 2 0.2 umole HPLC 40 2 28,400
EGI-Oligo-787 5'HEX + 3' Dabcyl 50 nmole HPLC 40 1 18,300
EGI-Oligo-788 5' HEX + 3' Dabcyl 0.2 pmole HPLC 40 2 26,300
EGI-Oligo-789 5'ROX +3'BHQ 2 50 nmole HPLC 40 1 20,200
EGI-Oligo-790 5"ROX +3'BHQ 2 0.2 umole HPLC 40 2 28,200
EGI-Oligo-791 5'TAMRA + 3' BHQ 2 50 nmole HPLC 40 1 20,200
EGI-Oligo-792 5'TAMRA +3' BHQ 2 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-793 5'TET + 3' Dabcyl 50 nmole HPLC 40 1 18,200
EGI-Oligo-794 5'TET + 3' Dabcyl 0.2 pmole HPLC 40 2 26,200
EGI-Oligo-795 5' ATTO550 + 3' Dabcy! 50 nmole HPLC 40 1 20,200
EGI-Oligo-796 5' ATTO550 + 3' Dabcyl 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-797 5'Cy3 +3'BHQ 2 50 nmole HPLC 40 1 20,200
EGI-Oligo-798 5'Cy3 +3'BHQ 2 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-799 5' Cy5 + 3' BBQ650 50 nmole HPLC 40 1 20,200
EGI-Oligo-800 5' Cy5 + 3' BBQ650 0.2 umole HPLC 40 2 28,200
EGI-Oligo-801 5'FAM +3'BHQ 1 50 nmole HPLC 40 1 20,200
EGI-Oligo-802 5 FAM +3'BHQ 1 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-803 5" FAM + 3' Eclipse 50 nmole HPLC 40 1 20,200
EGI-Oligo-804 5' FAM + 3' Eclipse 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-805 5' FAM + 3' TAMRA 50 nmole HPLC 40 1 20,200
EGI-Oligo-806 5' FAM + 3' TAMRA 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-807 5'HEX +3' BHQ 1 50 nmole HPLC 40 1 20,200
EGI-Oligo-808 5'HEX +3'BHQ 1 0.2 pmole HPLC 40 2 28,200
EGI-Oligo-809 5'JOE + 3'TAMRA 50 nmole HPLC 40 1 20,200
EGI-Oligo-810 5'JOE + 3' TAMRA 0.2 umole HPLC 40 2 28,200

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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MGB PROBES
N Synthesis N Maximum Minimum
EGI Cat No. Modification Scale Purification Length Yield [0D]
EGI-Oligo-811 FAM-MGB Eclipse Quencher [MGBEQ] 5 nmole HPLC 15-29 1 30,600
EGI-Oligo-812 FAM-MGB Eclipse Quencher [MGBEQ] 20 nmole HPLC 15-29 2 42,700
EGI-Oligo-813 FAM-MGB Eclipse Quencher [MGBEQ] 40 nmole HPLC 15-29 3 54,800
EGI-Oligo-814 HEX-MGB Eclipse Quencher [MGBEQ] 5 nmole HPLC 15-29 1 30,600
EGI-Oligo-815 HEX-MGB Eclipse Quencher [MGBEQ] 20 nmole HPLC 15-29 2 42,800
EGI-Oligo-816 HEX-MGB Eclipse Quencher [MGBEQ] 40 nmole HPLC 15-29 3 54,800
EGI-Oligo-817 Cyanine5-MGB Eclipse Quencher [MGBEQ)] 5 nmole HPLC 15-29 1 30,600
EGI-Oligo-818 Cyanine5-MGB Eclipse Quencher [MGBEQ] 20 nmole HPLC 15-29 2 42,700
EGI-Oligo-819 | Cyanine5-MGB Eclipse Quencher [MGBEQ] 40 nmole HPLC 15-29 3 54,800
. Yakima Yellow-MGB Eclipse
EGI-Oligo-820 Quencher [MGBEQ] 5 nmole HPLC 15-29 1 30,600
. Yakima Yellow-MGB Eclipse
EGI-Oligo-821 Quencher [MGBEQ] 20 nmole HPLC 15-29 2 42,700
. Yakima Yellow-MGB Eclipse
EGI-Oligo-822 Quencher [MGBEQ] 40 nmole HPLC 15-29 3 54,800
*Modification ( Price inrupees includes base and HPLC charges).
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |78
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RAPD KITS
o No of Oligos Yield Price per Price per
‘ EGI Cat No. Modification erKit inmol Kit[% ] %I%o
EGI-Oligo-823 RAPD Kit 20 20 4 13,200 -
EGI-Oligo-824 RAPD Kit Oligo - - - - 900

Delivery lyophilised

B Ig,;-\nF;) i(fﬁ|>e1 E‘Sfy*ﬁr'.tgr%‘iﬂtca'ibﬁ(}{“ﬁi RBchjrg r?gﬁ%%:ally developed for random
- Complete kits or single 10mer primers can be ordered.

5 RAPD 10mers are shipped 2 days after order receipt.

EXTREmers are suitable for use in several molecular and synthetic biology applications that require
long Oligos with high sequence accuracy.

5 Sequence length from 60 - 200 bases

Final amount of 4 nmol
B

EXTREmers are delivered salt free
b

... Synthesis Maximum Minimum
EGI Cat No. Modification ificati
G0 Scale Purification Length Yield [OD]

EGI-Oligo-825 EXTREmers Salt free 60-200 1 80 per base

*“Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.
“For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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NGS grade Oligos

e Synthesis Maximum Minimum
EGI Cat No. Tl
Gl Cat No Modification Scale Purification Length Yield [OD]
EGI-Oligo-826 NGS Oligos 10 nmole HPLC 5-120 1 2,200
EGI-Oligo-827 NGS Oligos 50 nmole HPLC 5-120 3 4,800
EGI-Oligo-828 NGS Oligos 200 nmole HPLC 5-120 5 6,700
EGI-Oligo-829 NGS Oligos 1.0 umole HPLC 5-120 15 12,200

Specifications
# Guaranteed purity of > 80% by HPLC purification

» Specific cross-contamination free processes after synthesis
4 Stringent quality criteria checked by MALDI-TOF MS or CGE*

NGSgrade Oligos can be ordered:

#» as unmodified or modified DNA Oligos and PTO's
,» invarious lengths from 5 - 120 bases

5 in all available scales

5 in both delivery formats: tubes or 96well plates

eq Primer

EGI-Oligo-831 Seq Primer (Plate) 10 nmole HPLC 15-35 1 2,550

Dual Label Frobes

EGI Cat No. Modification SV“S‘E;SE Purification Mfé}%‘;ﬁ Q"Ig}g“[‘(‘)"g]
EGI-Oligo-832 5 6-FAM +3'BHQ 1 1.0 umole HPLC 5
EGI-Oligo-833 5'6-FAM +3'BHQ 1 1.0 pmole HPLC 40 5 60000
EGI-Oligo-834 5'JOE +3'BHQ 1 1.0 pmole HPLC 40 5 63000
EGI-Oligo-835 5' Oregon Green 488 + 3' BHQ 1 1.0 umole HPLC 40 5 72000
EGI-Oligo-336 5'TET +3'BHQ 1 1.0 pmole HPLC 40 5 60000
EGI-Oligo-837 5'Cy3 +3'BHQ 2 1.0 pmole HPLC 40 5 60000
EGI-Oligo-838 5'Cy3.5 +3'BHQ 2 1.0 pmole HPLC 40 5 72000
EGI-Oligo-839 5'Cy5 +3'BHQ 2 1.0 pmole HPLC 40 5 60000
EGI-Oligo-840 5 Cy5.5 +3'BHQ 2 1.0 pmole HPLC 40 5 72000

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

“Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate. PAGE |80
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Dual Label Probes

EGI Cat No. Modification Synthesis Purification Mfgir%l;g“ \'\(/llgwn[gg]
EGI-Oligo-841 5'HEX +3' BHQ 2 1.0 pmole HPLC 40 5 60000
EGI-Oligo-842 5'ROX +3' BHQ 2 1.0 pmole HPLC 40 5 63000
EGI-Oligo-843 5'TAMRA + 3 BHQ 2 1.0 pmole HPLC 40 5 62000
EGI-Oligo-844 5'Texas Red +3' BHQ 2 1.0 umole HPLC 40 5 72000
EGI-Oligo-845 5'6-FAM + 3' TAMRA 1.0 pmole HPLC 40 5 48000
EGI-Oligo-846 5'HEX + 3' TAMRA 1.0 pmole HPLC 40 5 48000
EGI-Oligo-847 5'TET + 3 TAMRA 1.0 pmole HPLC 40 5 48000

miRNA Primer Set

MicroRNA are small but Biologically important RNA Molecules uses in various application of detection
of miRNA for biological and functional analysis.

miRNA primers for gPCR application and each miRNA-specific primers set come with Universal reverse
primers and adaptor primers. These PCR primers target mature miRNA

Specifications:

# Guaranteed Yield: minimum 10D/5nmole

* Application: minimum 400 reaction (10pmol per reaction)
» Purification: HPLC

» Shipping Detail: Lypholyzed form

# QC: 100% tested with MALDI spectrometry

EGI Cat No. Application Purification
EGI-miRNA-848 5nmole hsa let-7A HPLC Price On Request
EGI-miRNA-849 5nmole hsa miR15-A HPLC Price On Request
EGI-miRNA-850 5nmole hsa miR16 HPLC Price On Request
EGI-miRNA-851 5nmole hsa miR17 HPLC Price On Request
EGI-miRNA-852 5nmole hsa miR20A HPLC Price On Request
EGI-miRNA-853 5nmole hsa miR21 HPLC Price On Request
EGI-miRNA-854 snmole hsa miR24 HPLC Price On Request
EGI-miRNA-855 5nmole hsa miR26A HPLC Price On Request
EGI-miRNA-856 5nmole hsa miR29A HPLC Price On Request
EGI-miRNA-857 5nmole hsa miR33A HPLC Price On Request
EGI-miRNA-858 5nmole hsa miR33b HPLC Price On Request
EGI-miRNA-859 5nmole hsa miR103 HPLC Price On Request
EGI-miRNA-860 5nmole hsa miR144 HPLC Price On Request
EGI-miRNA-861 5nmole hsa miR374A HPLC Price On Request
*Modification (Price inrupees includes base and HPLC charges).
*Taxes extra as applicable.
*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice. PAGE |81

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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miRNA Primer Set

Application Purification

EGI Cat No.

EGI-miRNA-862 5nmole Custom hsa (human) miRNA HPLC Price On Request
EGI-miRNA-863 5nmole Custom mmu (mouse) miRNA HPLC Price On Request
EGI-miRNA-864 5nmole Custom rno (Rat) miRNA HPLC Price On Request
EGI-miRNA-865 5nmole Custom plant miRNA HPLC Price On Request

Note: Custom miRNA can be designed synthesize based on request.

Spike control miRNA Primer set

Application

Purification

EGI Cat No.

EGI-miRNA-866 5nmole EGI-miRNA Cel miR39 HPLC Price On Request
EGI-miRNA-867 5nmole EGI-miRNA Cel miR54 HPLC Price On Request
EGI-miRNA-868 5nmole EGI-miRNA Cel miR238 HPLC Price On Request

e control miRNA Mature RNA

EGI Cat No. Application Purification
EGI-miRNA-869 5nmole Cel miR39 HPLC Price On Request
EGI-miRNA-870 5nmole Cel miR54 HPLC Price On Request
EGI-miRNA-871 5nmole Cel miR238 HPLC Price On Request

Random Hexamer are short oligodeoxyribonucleotides of random sequence d(N)6, that aneel to random

complementry site on a target to serve for cONA synthesis.

Specifications:

* Guaranteed Yield: minimum 5nmole

# Application: minimum 400 reaction (200nM per reaction)

» Shipping Detail: Lypholyzed form

EGI Cat No.

Application

Purification

EGI-miRNA-872

5nmole

Random Hexmer (RH6) Primer

HPLC

Price On Request

*Modification (Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd ordiscontinue item without prior notice.

*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Anchored Oligo dT Primer

Anchored Oligo d(T) with variable mix bases anchored to the 5'-end of the poly(A) tail od mRNA tail and
prevent priming within the poly tail and recomonded to use in cDNA synthesis and RT PCR

Specifications:

» Guaranteed Yield: minimum 5nmole

» Application: minimum 400 reaction (200nM per reaction)
# Shipping Detail: Lypholyzed form

* Primer Length: 22

# Primer Sequence: 5'dPO4(T20)VN)3'

EGI Cat No. Application Purification

EGI-RH6-873 Snmole Anchored Oligo dT(18) NN Primer HPLC Price On Request
EGI-RH6-874 Snmole Anchored Oligo dT(20) NN Primer HPLC Price On Request

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |83
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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EGI Cat No. Microorganisms el Vel List Price
Markers
EGI_DS 001 | DiversitySure 01 Bacteria BacSure Std 6,000 Set of 4 HPLC Primers
BacSure Short
ITS1-2Sure
ITS1-4Sure
26S-Sure
18S-NS1Sure
18S-LRSure
EGI_DS_002 DiversitySure 02 Fungus and Yeast 14000 Set of 10 HPLC Primers
EGI_DS_003 DiversitySure 03 Cyanobacter CyanoBacSure 5000 Set of 2 HPLC Primers
EGI_DS_004 DiversitySure 04 Actinomyces ActinomySure 5000 Set of 2 HPLC Primers
EGI_DS_005 DiversitySure 05 DiversitySure Kit All 25000 Set of 18 HPLC Primers

Re-suspension of DiversitySure Oligo Kit:

* Spin down the tube before opening. The oligonucleotide pellet may become lodged in the lid; spinning is
important to ensure it does not fall out when the lid is opened.

» Add 100 ul of nuclease free water, pH 7 to each vial to obtain 100 pmol/ pl
concentration.

#Vortex briefly for 45 sec for 3 times.

# Store the re-suspended oligos at -20 °C.

Product Use Limitations, Warranty Disclaimer

Eurofins Genomics India manufactures products for the intended research use. The kit contains set of 9 DNA
oligonucleotide (described from page 1-9) produced as a GMP product and is warranted to meet or exceed the
stated specifications when used for the specified application. Repeated freeze- thaw should be avoided and re-
suspended oligo to be stored at specified condition.

Eurofins Genomics sole obligation and the customer’s sole remedy is limited to replacement of products free of
charge in the event products fail to perform as warranted, provided the specified conditions are followed.

*Modification ( Price inrupees includes base and HPLC charges).

*Taxes extra as applicable.

*Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |84
*For GST Exemption customers should provide DSIR Certificate and Essential Certificate.



Gene synthesis

Your gene in your choice of vector.
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Spectra of available Fluorescent Dyes

Genomics
Fluorescent Dye Ext. Coeff. Alternative to
HPLC HYPUR®
|
Dy-415 418 | 467 34,000 552.00 X Coumarin (DEAC)
ATTO 425 a | 45,000 499.00 X Alexa Fluor 425
ATTO 465 453 | 508 75,000 393.00 X LC 480 Cyan 500
Bodipy FL 504 | 510 70,000 391.30 X
Alexa Fluor 488 495 | 519 71,000 630.00 X Cy2, DY-495, ATTO 495
FAM 495 | 83,000 474.50 x X x Cy2, DY-435, ATTO 495
FITC 495 | 73,000 505.00 X Cy2, DY-495, ATTO 495
Fluorescein 495 | 83,000 504.00 X DY-495, ATTO 495
Fluorescein-dT 494 |_"‘_ 75,000 472.71 X DY-495, ATTO 495
ATTO 488 501 | 90,000 687.00 X Cy2
Oregon Green 488 496 | 76,000 510.00 X Cy2
Oregon Green 514 506 |—'-'— 85,000 609.40 X Cy2
Rhodamine Green 503 | 74,000 472.00 X Cy2
TET 521 0 73,000 612.30 X X X CAL Fluor Gold 540
ATTO 520 516 538 110,000 464.00 X CAL Fluor Gold 540 Rhodamine 6G
JOE 520 548 73,000 603.40 X CAL Fluor Gold 540 Rhodamine 6G
Yakima Yellow 530 549 84,000 654.30 X VIC CAL Fluor 560
Bodipy 530/550 534 551 77,000 514.31 X VIC CAL Fluor 560
HEX 535 556 73,000 681.20 X X X VIC CAL Fluor 560 SIMA
Alexa Fluor 555 555 565 150,000 940.00 X Cy3 TRITC & TMR Alexa Fluor 546
Dy-549 553 566 150,000 916.00 X Quasar 570 Dragonfly Orange
Bodipy TMR-X 544 570 56,000 610.55 X Quasar 570 Dragonfly Orange
Cy3 552 570 150,000 444.60 X X Quasar 570 Dragonfly Orange TYE 563
ATTO 550 554 576 120,000 691.00 X NED Cy3 Rhodamine B & 6G
TAMRA 544 576 90,000 512.58 /612.70 X Rhodamine 6G Rhodamine B
Rhodamine Red 560 580 129,000 770.00 X Rhodamine 6G Rhodamine B
ATTO 565 563 592 120,000 608.00 X PET Alexa Fluor 594
ROX 575 82,000 632.78 X Texas Red Alexa Fluor 594
Texas Red 583 116,000 818.00 X ROX™ Alexa Fluor 594
Cy3.5 588 150,000 544.70 X Alexa Fluor 594 CAL Fluor Red 610
LightCycler 610 590 na. 761.48 X Alexa Fluor 594 CAL Fluor Red 610
ATTO 594 601 120,000 903.00 X Alexa Fluor 594 CAL Fluor Red 610
DY-480 XL 500 50,000 612.68 X
DY-610 610 80,000 743.00 X Alexa Fluor 610
ATTO 610 615 150,000 488.00 X Alexa Fluor 610
LightCycler 640 625 na. 824.68 X
Bodipy 630/650 625 101,000 662.60 X Alexa Fluor 633
ATTO 633 629 130,000 649.00 X LIZ Alexa Fluor 633
Alexa Fluor 647 650 239,000 957.00 X Cy5 Quasar 670
Bodipy 650/665 650 101,000 645.60 X Cy5 Quasar 670
ATTO 647N 644 150,000 743.00 X Cy5 Quasar 670
Cy5 649 250,000 470.63 X X Quasar 670 TYE 655
DY-649 655 250,000 942.00 X Quasar 670
LightCycler 670 645 215,000 470.63 X
Cy5.5 675 250,000 570.74 X Alexa Fluor 680 TYE 705
ATTO 680 680 125,000 623.00 X Alexa Fluor 680 Alexa Fluor 700
LightCycler 705 685 215,000 570.74 X Quasar 705 Alexa Fluor 700
DY-682 690 140,000 906.00 X IRDye 700 Quasar 705
ATTO 700 700 120,000 663.00 X IRDye 700  Quasar 705
ATTO 740 740 120,000 565.00 X Cy7 Alexa Fluor 740
DY-782 782 170,000 932.00 X IRDye 800

Abs:Absorption =Peak excitation wavelength [nm]

Em: Emission =Peak emission wavelength [nm]

Ext. Coeff.: Molare extinctions coefficient [M-'cm']

MW: Molecular weight [g/mol] of the dye labelled on 3'an d 5'end of an oligonucleotide. For internal labelling 279 g/mol for the Amino linker needs to be added.
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GENE SYNTHESIS

| EGI Cat No. Modification Price (3 )
EGI-Gene-001 Standard Gene (up to 500 bases) 55,000
EGI-Gene-002 Standard Gene (up to 500-1500 bases) 1,08,000
EGI-Gene-003 Standard Gene (up to 1500-3000 bases) 1,62,000
EGI-Gene-004 Standard Gene (above 3000 bases) Enquire
EGI-Gene-005 Complex Gene (up to 500 bases) 81,000
EGI-Gene-006 Complex Gene (up to 500-1500 bases) 1,35,000
EGI-Gene-007 Complex Gene (up to 1500-3000 bases) 1,89,000
EGI-Gene-008 Complex Gene (above 3000 bases) Enquire
Standard & Complex Gene Quality Control
% By double strand DNA sequencing of the cloned
#» Subcloning into a vector of choice (modified vector) gene performed at our in-house sequencing facility.
Subcloning into a comm. available unmodified vector
B _
, cndotoxin-free Prep Delivery of plasmid DNA in the
E.coli glycerol stock g )
» o . following scales:
Linearisation of plasmid
» Special material (antibiotics, enzymes, etc.) » Mini prep scale: 1-10ug plasmid DNA
» With moderate GC content (40 - 65%) » Midi prep scale: 15-50ug plasmid DNA
? Without extensive repeats (> 20 bp) or critical hairpin » Maxi prep scale: 100-500ug plasmid DNA
» structures Mega prep scale: 500pg-2.5mg plasmid DNA
Where long repeats and secondary structures can be o _ .
» present N Giga prep scale: up to 10 mg plasmid DNA
Without extensive homopolymer stretches (> 20 bp) 5 Ifyou order either the mega or giga prep's, an
* For high and low GC contents endotoxin-free preparation procedure is available
B

* Modification ( Price in rupees includes base and HPLC charges).

* Taxes extra asapplicable.

* Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.
* For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Gene Synthesis Std Vector

>Your Gene >

Notl (2441)
Soct (2438) BamHI (20)
Kpnl{2432) EcoRI(26])
Mfiel (2422)

lac Promoter
pEX-Rev

S

pEX-For

DEX-A2

pUC Ori
Amp(R)
>Your Gene >
Pael (2501) Nbal (14)
Xhol(z40) | | Nhel (20)
Sall(2485) || || BooR1 (20
Alfel (2479) W ‘ N Pranichon
PV —~ = Ul o S
pEX-For . g ~_PEX-Rev
T puc ori
Kan(R)

* Modification (Price inrupees includes base and HPLC charges).

* Duties and Taxes extra asapplicable.

* Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice. PAGE |86
* For GST Exemption customers should provide DSIR Certificate and Essential Certificate.
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Gene Synthesis Std Vector

lacZa ATG

. Hirid 1 Kenl Sai:l Bla\mHI Slpel
[AG GAA ACA GCT AILG ACC ATG ATT ACG CCA AGC TTG GTA CCG AGC TCG GAT CCA CTA
IC CTT TGT CGA TAC TGG TAC TAA TGC GGT TCG AAC CAT GGC TCG AGC CTA GGT GAT
BstX| EcoR | EcoR |

] 1
E%% ACG GCC GCC AGT GTG CTG G'AA TTC GCC PCRProduct AG GGC GAA TTC TGC
I

CAT TGC CGG CGG TCA CAC GAC CTT AAG CGG GA FIC CCG CTT AAG ACG

EcoRV BstX| Not | Xho | NsilXba | Apal
1 1 1 rn |

TCT ATA GGT AGT GTG ACC GCC GGC GAG CTC GTA CGT AGA TCT CCC GGG TTA AGC

P‘ R 2 1 | O PO T7Promoter M13Forward (-20) Primer
[ ] ﬁgg GAG TCG TAT TAE AAT TCA |LT(; GCCT GIT GIT TT. IA CGT CGT GAC TGG GAA
T T

\\|. v CT TTA AGT IGAC_CGG _CAG _C T T GCA GCA CTG ACC CTT

AGA TAT CCA TCA CAC TGG CGG CCG CTC GAG CAT GCA TCT AGA GGG CCC AAT TCG [gg TAT
ATA

Gene Fragments

EGI Cat No. Modification Price (X
EGI-Gene-009 Gene Fragment (20-2000 bases) 40 per base

Gene Fragments - Convenient & Cost-Effective

Eurofins Genomics GeneStrands are double-stranded synthetic DNA delivered as fragments
ready for cloning.

# Gene Frz_ar%ments are especially useful in applications such as.g.ene_ assembly, mutagenesis studies, and DNA enzyme
assays. They are also an ideal choice for sequences that exhibit high levels’ of toxicity in host cells.

s GeneStrands are priced considerably lower than synthesised gene constructs making them a convenient choice in the
construction of libraries and assembly of synthons.

Specifications

s Sequence length between 20 - 2000 bp

y Delivered dry as a dsDNA fragment (min. 200 ng)

y Non-complex sequences only

y Sanger sequence report upon request

» Free gene optimisation with our proprietary software GENEius

* Modification (Price inrupees includes base and HPLC charges).

* Duties and Taxes extra asapplicable.

* Eurofins  Genomics India Pvt Ltd reserves the right toadd or discontinue item without prior notice.

* For GST Exemption customers should provide DSIR Certificate and Essential Certificate. PAGE |87



Terms and Conditions

1. General Provisions. In these General Terms and Conditions (the "Conditions"), "Eurofins Genomics India Private Limited", "we," "us,
and "our" means Eurofins Genomics India Private Limited (also referred to as "Eurofins") or our affiliate that is processing this order or
purchase of goods, and "Customer" "you" and "your" means the person, company or other legal entity that orders or buys goods or
services (the "Goods or Services") from us, and in each case their respective successors and/or assigns. We are shipping these goods
subject tothese Conditions. You will be deemed to have assented to these Conditions unless you return the goods to us within fifteen
(15) days after your receipt ofthe goods. Our failure to object to provisions contained in any purchase order or other form or document
from you shall not be construed as a waiver of these Conditions nor an acceptance of any such provision. These Conditions, including
all writings incorporated herein by reference, any quotation issued to you by us, and those specific terms of a purchase order or other
document that are either consistent with these Conditions or expressly agreed upon by us in writing, constitute the entire contract
between us (the "Contract"), and supersede all prior agreements and understandings between us, whether written or oral, relating to the
subject matter hereof. In the event of a conflict, a quotation takes precedence over these Conditions, and a written contract signed by
both you and us takes precedence over either. If one or more of these Conditions are held to be invalid, illegal, or unenforceable by a
court of competent jurisdiction, the remaining Conditions shall be unimpaired.

2. Pricing and Acceptance. Unless otherwise specified inwriting, goods will be billed atthe price ineffect atthe time shipment is made,
and such prices shall be subject to change from time to time without notice. All prices are subject to change without prior notice except
where otherwise specifically provided in a written quotation/contract signed by an authorized Eurofins executive. All orders from
Customer are offers by Customer and may be accepted by Eurofins, at Eurofins's option, either by sending an order acknowledging
acceptance, orby delivering the Goods or Services to Customer.

3. Taxes and Other Charges. Any use tax, sales tax, excise tax, duty, inspection or testing fee, or any other tax, fee or charge imposed by
any governmental authority, on or measured by the transaction between you and us shall be paid by you inaddition to the prices quoted
or invoiced. If we are required to pay any such tax, fee or charge, you shall reimburse us therefore or provide us at the time the order is
submitted an exemption certificate or other document acceptable to the authority imposing the tax, fee or charge.

4. Delivery. Unless specified differently inwriting, all sales are F.O.B. shipping point. We reserve the right to make delivery in instalments,
all such instalments to be separately invoiced and paid for when due per invoice. Title and risk of loss or damage to the Goods and any
deliverables of the Services shall pass to Customer upon Eurofins's making delivery to a carrier at such facility in good condition,
consigned to Customer, or as Customer may direct. Representations as to delivery dates are approximate only. Partial delivery or
performance of Goods or Services under this Agreement shall be permitted unless the parties expressly agree that partial delivery will

not be accepted. . — This point can be removed for Invoice as it is relevant only for quotation.

5. Inspection and Returns. Upon your receipt of goods shipped hereunder, you shall inspect the goods and notify our customer services
department ofany claims for shortages, defects or damages. Ifyou fail to so notify us within three (3) days after you receive the goods,
the goods shall conclusively be deemed to conform to these Conditions and to have been irrevocably accepted by you. Authorization for
all product returns must be approved by our customer services department prior to the return of goods. A restocking charge of
twenty-five (25%) or Rupees 500 (Rs.500) (whichever is greater) shall be charged on returns that are not the result of any error or fault
of ours. Shipping charges will not be credited. Goods may not be returned for credit after twenty (20) days after your receipt of the
goods.

6. Credits and Refunds. At our discretion, we may issue a product credit or refund for the Basic Value of the product. No credit/refund
will be provided for duties & taxes. No product credit shall be available for use if a past due balance is outstanding on the account. Any
product credit not used within six (3) months ofthe date ofits issue shall expire.

7. Payment Terms. Terms ofsale are net thirty (30) days from the date of invoice in Indian Rupees. Ifyou default in making any payment
to us when due, we, at our option and without prejudice to our other lawful remedies, may defer delivery or cancel the Contract. Ifyou
provide a purchase order number, credit card number or credit card expiration date which proves to be erroneous or invalid, you agree
to immediately pay the invoice(s) upon receipt of a "proof of delivery (POD)" and/or a "proof of shipment" signed and executed bill of
lading/airway bill from us. Eurofins reserves the right to assess a late fee equal toone and one-half percent (1.5%) per month or, if lower,
the maximum amount permitted by applicable law, on all amounts not paid when due, calculated on a daily basis beginning with theist
day following the invoice due date. Any cheque or remittance received from or forthe account of Customer maybe accepted and applied
by Eurofins against any indebtedness owing by Customer, without prejudice to, or the discharge of, the remainder of any such
indebtedness regardless of any condition, provision, statement, legend or notation appearing on, referring to or accompanying any
check or remittance. At any time, when in Eurofins's opinion the financial condition of Customer so warrants, or if Customer fails to
make payment when due or otherwise defaults hereunder, Eurofins may change any terms of payment, suspend any credit previously
extended to Customer, require partial or full payment in advance and delay shipment until such terms are met, and pursue any other
remedies available at law. In such event, if Customer refuses to accept such changes, any outstanding order may be cancelled without
any liability to Eurofins. In the event of bankruptcy or insolvency of Customer or in the event any proceeding is brought by or against
Customer under any bankruptcy or insolvency laws or their equivalent, Eurofins may cancel any order then outstanding without liability
to Customer.

8. Intellectual Property Rights. The Goods and the method of making thereof may be protected by patent, copyright, trade secret, and
other intellectual property rights. No intellectual property rights are granted to you through your purchase of the Goods or Services. If
any claim is made against us for infringement of Intellectual Property rights ofany third party as a result of (i) the manufacture or sale
of Goods based upon instructions, specifications, or other directions provided by you or (ii) your use or resale of goods purchased from
us, you shall indemnify us, defend us and hold us harmless from and against any and all losses, damages and expenses (including
reasonable attorneys' fees and other costs ofdefending any action) that we may incur as a result thereof. You shall fully cooperate with
us in any investigation relating to any such claims and make available to us all related statements, reports and tests available to you.
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9. Authorized Uses. Except as otherwise agreed in writing by our authorized representative, the purchase of Goods only conveys to you
the non-transferable right for only you to use the quantity of goods and components of goods purchased in compliance with the
applicable intended use statement, limited use statement or limited label license, if any, in our catalogues or on the label or other
documentation accompanying the Goods (all such statements or licenses being incorporated herein by reference as if set forth herein in
their entirety). Unless otherwise authorized, no right to resell the goods, or any portion ofthem, is conveyed hereunder.

Unless otherwise expressly indicated in our catalogues or on the label or other documentation accompanying the goods, the goods are
intended for research use only and are not to be used for any other purposes including, but not limited to, unauthorized commercial
purposes, in vitro diagnostic purposes, ex vivo or in vivo therapeutic purposes, investigational use, in foods, drugs, devices or cosmetics
of any kind, or for consumption by or use in connection with or administration or application to humans or animals. You acknowledge
that the goods have not been tested by or for us for safety or efficacy, unless expressly stated in our catalogues or on the label or other
documentation accompanying the goods. Without limiting the foregoing restrictions, you warrant to us that should you use or sell the
goods for any use other than research, you shall conduct all necessary tests, comply with all applicable regulatory requirements, issue all
appropriate warnings and information to subsequent purchasers and/or users and be responsible for obtaining any required Intellectual
Property rights.

You represent and warrant to us that: you will properly test, use, and, to the extent authorized, manufacture and market any goods
purchased from us and any final articles made from them in accordance with the practices of a reasonable person who is an expert in the
field, including, but not limited to, a technically qualified individual, and in strict compliance with all applicable national, state, provincial,
and local food, drug, device, and cosmetic and other relevant laws and regulations, now and hereinafter enacted; and any final articles
manufactured from the goods shall not be adulterated or misbranded within the meaning of the Indian Food & Drug Administration Actor
Biotechnology Act

You realize that, because our goods are intended primarily for research purposes. You also agree and warrant that you will use or sell (if
otherwise so authorized) the R&D substance exclusively for R&D purposes or specified exempt commercial purposes. You specifically
agree and warrant thatyou will not sell or distribute the R&D substance to consumers.

10. Export Control Laws. You acknowledge that the Goods received from us are subject to India export control laws and regulations. You
represent and warrant to us that you will not, directly, or indirectly, (1) sell, export, re-export, transfer, divert, or otherwise dispose ofany
Goods received from us to any destination, entity, or person prohibited by the laws or regulations of the India, or (2) use the product for
any use prohibited by the laws or regulations of the United States and/or your local jurisdiction, without obtaining prior authorization
from the competent government authorities as required by those laws and regulations.

1. Indemnity. You shall, at your own expense, indemnify us, defend us and hold us harmless from and against any and all losses,
damages and expenses (including reasonable attorneys' fees and other costs of defending any action) that we may incur as a result of
any claim of negligence, breach of implied warranty, strict liability in tort, or other theory of law, by you, your officers, agents or
employees, your successors and assigns, and your customers, whether director indirect, in connection with the use or resale of any Goods
sold pursuant hereto either as astandalone product or a component part or raw material ofanother product, or by reason ofyour breach
of or failure to perform any of your obligations hereunder. You shall notify us promptly of any incident involving goods sold pursuant
hereto resulting in personal injury or damage to property, and you shall fully cooperate with us in the investigation ofsuch incident and
provide us with all related statements, reports and tests available toyou.

12, Limitation of Liability. In no event, shall Eurofins, its subcontractors or its vendors be liable in contract, tort, strict liability, warranty
or otherwise, for any special indirect, incidental or consequential damages, such as but not limited to, loss of anticipated profits or
revenue, loss of use ofsystem, nonoperation or increased cost ofoperation or other equipment or cost ofcapital. The liability of Eurofins,
its subcontractors or vendors, with respect to any contract, or anything done in connection therewith, or from the manufacture, sale,
delivery, replacement or use ofany products covered by or furnished under this contract, whether in contract, in tort, in warranty, instrict
liability or otherwise, shall not exceed the purchase price paid on the Contract. No action arising out of any claimed breach of this
agreement or transactions under this agreement may be brought by Buyer more than 3 months after the cause ofaction has accrued.

13. NoWarranty. YOU ASSUME FULL RESPONSIBILITY AND RISK FOR USE OF THE GOODS AND SERVICES AND ARE SOLELY RESPONSIBLE
FOR THE USE THEREOF. WE MAKE NO EXPRESS WARRANTIES AND WAIVE ALL IMPLIED WARRANTIES INCLUDING, BUT NOT LIMITED TO,
WARRANTIES OF TITLE, NONINFRINGEMENT, MERCHANTABILITY, AND FITNESS FORA PARTICULAR PURPOSE REGARDING THEGOODSAND
SERVICES.

14. Miscellaneous: The Contract shall be governed by and construed inaccordance with the laws ofthe State of Karnataka, India, without
giving effect to the principles of conflicts of laws. The same will be subject to Bangalore jurisdiction. Our exercise ofany option, or failure
to exercise any rights hereunder shall not constitute a waiver of our rights to damages for breach of contract and shall not constitute a
waiver ofany subsequent failure, delay, or breach by you. We may assign our rights and/or obligations under the Contract to any person
inwhole orin part.

15, Jurisdiction: Any disputes arising, in future, relating this accepted order and invoice will be referred to the Bangalore Jurisdiction
only.
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